1 WARF-100XCD1 

SEQUENCE LISTING 

<110> Rasochova, Lada 
German, Thomas 
Ahlquist, Paul 

<120> Improved Methods and Materials for Transformation 

<130> WARF-100XCD1 

<140> 
<141> 

<150> 09/316,622 
<151> 1999-05-21 

<150> 60/086,526 
<151> 1998-05-22 

<160> 8 

<170> Patentln Ver. 2.0 

<210> 1 
<211> 7074 
<212> DNA 

<213> Brome mosaic virus 
<220> 

<221> unsure 
<222> (307) . . (330) 

<223> 24 nucleotides which are unknown. 
<220> 

<221> unsure 

<222> (1137) . . (1160) 

<223> 24 nucleotides which are unknown. 
<220> 
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2 



WARF-100XCD1 



<221> unsure 

<222> (6318) . . (6324) 

<223> 7 nucleotides which are unknown. 
<220> 

<221> unsure 

<222> (6477) . . (7074) 

<223> 598 nucleotides which are unknown. 



<400> 1 



AAACACTGAT 


AGTTTAAACT 


GAAGGCGGGA 


AACGACAATC 


TGATCATGAG 


CGGAGAATTA 


60 


AGGGAGTCAC 


GTTATGACCC 


CCGCCGATGA 


CGCGGGACAA 


GCCGTTTTAC 


GTTTGGAACT 


120 


GACAGAACCG 


CAACGATTGA 


AGGAGCCACT 


CAGCCGCGGG 


TTTCTGGAGT 


TTAATGAGCT 


180 


AAGCACATAC 


GTCAGAAACC 


ATTATTGCGC 


GTTCAAAAGT 


CGCCTAAGGT 


CACTATCAGC 


240 


TAGCAAATAT 


TTCTTGTCAA 


AAATGCTCCA 


CTGACGTTCC 


ATAAATTCCC 


CTCGGTATCC 


300 


AATTAGNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


GATCGTTTCG 


CATGATTGAA 


CAAGATGGAT 


360 


TGCACGCAGG 


TTCTCCGGCC 


GCTTGGGTGG 


AGAGGCTATT 


CGGCTATGAC 


TGGGCACAAC 


420 


AGACAATCGG 


CTGCTCTGAT 


GCCGCCGTGT 


TCCGGCTGTC 


AGCGCAGGGG 


CGCCCGGTTC 


480 


TTTTTGTCAA 


GACCGACCTG 


TCCGGTGCCC 


TGAATGAACT 


GCAGGACGAG 


GCAGCGCGGC 


540 


TATCGTGGCT 


GGCCACGACG 


GGCGTTCCTT 


GCGCAGCTGT 


GCTCGACGTT 


GTCACTGAAG 


600 


CGGGAAGGGA 


CTGGCTGCTA 


TTGGGCGAAG 


TGCCGGGGCA 


GGATCTCCTG 


TCATCTCACC 


660 


TTGCTCCTGC 


CGAGAAAGTA 


TCCATCATGG 


CTGATGCAAT 


GCGGCGGCTG 


CATACGCTTG 


720 


ATCCGGCTAC 


CTGCCCATTC 


GACCACCAAG 


CGAAACATCG 


CATCGAGCGA 


GCACGTACTC 


780 


GGATGGAAGC 


CGGTCTTGTC 


GATCAGGATG 


ATCTGGACGA 


AGAGCATCAG 


GGGCTCGCGC 


840 


CAGCCGAACT 


GTTCGCCAGG 


CTCAAGGCGC 


GCATGCCCGA 


CGGCGATGAT 


CTCGTCGTGA 


900 


CCCATGGCGA 


TGCCTGCTTG 


CCGAATATCA 


TGGTGGAAAA 


TGGCCGCTTT 


TCTGGATTCA 


960 


TCGACTGTGG 


CCGGCTGGGT 


GTGGCGGACC 


GCTATCAGGA 


CATAGCGTTG 


GCTACCCGTG 


1020 


ATATTGCTGA 


AGAGCTTGGC 


GGCGAATGGG 


CTGACCGCTT 


CCTCGTGCTT 


TACGGTATCG 


1080 


CCGCTCCCGA 


TTCGCAGCGC 


ATCGCCTTCT 


ATCGCCTTCT 


TGACGAGTTC 


TTCTGANNNN 


1140 


NNNNNNNNNN 


NNNNNNNNNN 


GATCGTTCAA 


ACATTTGGCA 


ATAAAGTTTC 


TTAAGATTGA 


1200 


ATCCTGTTGC 


CGGTCTTGCG 


ATGATTATCA 


TATAATTTCT 


GTTGAATTAC 


GTTAAGCATG 


1260 


TAATAATTAA 


CATGTAATGC 


ATGACGTTAT 


TTATGAGATG 


GGTTTTTATG 


ATTAGAGTCC 


1320 


CGCAATTATA 


CATTTAATAC 


GCGATAGAAA 


ACAAAATATA 


GCGCGCAAAC 


TAGGATAAAT 


1380 


TATCGCGCGC 


GGTGTCATCT 


ATGTTACTAG 


ATCGGGCCTC 


CTGTCAATGC 


TGGCGGCGGC 


1440 


TCTGGTGGTG 


GTTCTGGTGG 


CGGCTCTGAG 


GGTGGTGGCT 


CTGAGGGTGG 


CGGTTCTGAG 


1500 


GGTGGCGGCT 


CTGAGGGAGG 


CGGTTCCGGT 


GGTGGCTCTG 


GTTCCGGTGA 


TTTTGATTAT 


1560 


GAAAAGATGG 


CAAACGCTAA 


TAAGGGGGCT 


ATGACCGAAA 


ATGCCGATGA 


AAACGCGCTA 


1620 


CAGTCTGACG 


CTAAAGGCAA 


ACTTGATTCT 


GTCGCTACTG 


ATTACGGTGC 


TGCTATCGAT 


1680 


GGTTTCATTG 


GTGACGTTTC 


CGGCCTTGCT 


AATGGTAATG 


GTGCTACTGG 


TGATTTTGCT 


1740 
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3 WARF-100XCD1 

GGCTCTAATT CCCAAATGGC TCAAGTCGGT GACGGTGATA ATTCACCTTT AATGAATAAT 1800 
TTCCGTCAAT ATTTACCTTC CCTCCCTCAA TCGGTTGAAT GTCGCCCTTT TGTCTTTGGC 1860 
CCAATACGCA AACCGCCTCT CCCCGCGCGT TGGCCGATTC ATTAATGCAG CTGGCACGAC 192 0 
AGGTTTCCCG ACTGGAAAGC GGGCAGTGAG CGCAACGCAA TTAATGTGAG TTAGCTCACT 1980 
CATTAGGCAC CCCAGGCTTT ACACTTTATG CTTCCGGCTC GTATGTTGTG TGGAATTGTG 2 040 
AGCGGATAAC AATTTCACAC AGGAAACAGC TATGACCATG ATTACGCCAA GCTTGCATGC 2100 
CTGCAGGTCG ACTCTAGAGG ATCCCCGGTC ACTGGATTTT GGTTTTAGGA ATTAGAAATT 2160 
TTATTGATAG AAGTATTTTA CAAATACAAA TACATACTAA GGGTTTCTTA TATGCTCAAC 2220 
ACATGAGCGA AACCCTATAA GAACCCTAAT TCCCTTATCT GGGAACTACT CACACATTAT 22 80 
TCTGGAGAAA ATAGAGAGAG ATAGATTTGT AGAGAGAGAC TGGTGATTTG CGGACTCTAG 234 0 
AGGATCCCCG GGTACCGAGC TCGAATTCTC GAGCAGAGGT CTCACACAGA GACAAGCGCA 2400 
TCACTTAACA CAATTAAAGA TCAAATCACC AGCGAGCTCG CCGTTAAAGC AATACTCAAA 24 60 
GGACTTCTTG TGTCGTGTTA AGGCAACCAA ACAGTACTCC TCATGTTTAA ACAAATCACA 2 52 0 
TTTGGTCGAC TTAAGCCGAA CCAAAGTGAC GTTGTCAACA GAGATCCCTT GCGCTTCGTG 2580 
TACTGTTTTT ATGTGTCCAT CAATCCAGTC CTTGCTCACG GGAAAATCCT TAGCCCTCGT 2 64 0 
TTGAAGGGCC GCTTTATCAG CTTGAGTCAT CGTAAGATAC GTTCTGTTCG GATCAATAGT 2 700 
GACCTGCAAA CCAGAAGTAA TACGACGCTT CGTGAGACTT CTAGAAACTT TGGACTCAGA 2760 
TGTCCAGGAT TGATACTTCG TGTCCCTATT ACCGCATTTA CGCTTCAGCA GATTAACAGC 2 820 
AGCGATAACA TCTTGCGGAC ACCGGTAAGT CTTGTGAACA ACGTCACGGC GATCATATTG 2 880 
CAGATTACCG TGGAGCAATT TAAAACCCGC GTCACGAGAC TTGAACGAAA TCTGCTCTGT 2 940 
GTCCCCAAAG GCAAGAACTT GTGAACATTT AGACAGAGCA GCCACCACCA GGAGTTGACC 3 000 
ATAATGTAGT AAACCAGCCT CATCAACAAG CAGCCTATGA CAGGACGGTA CACCGTGCAT 3 060 
GATCGCAGAA TCCGCGGTGC GCACAACGTC CAAAGCTACC TTGGAATTAT AAGTGTCAGG 312 0 
GAATAAAGCC ATCCTGACGT CCTCGGCCGA TTTACGATTC GCCGTCACAA TTAGGTCCTC 3180 
TCCCATACGG AATGCATCTT TTATGGCAGT GGTTTTACCG CATCCCGCAA CTCCATCAAC 324 0 
CATGGAAATA TCGCATGTAG GGACAGAAAC TTTGGCGCTA GCTTCTGCAA TGTCCCTCAA 3 3 00 
GTTAGAGCAT GCACATGTTT TATCAACAAT GTACGTTTCA TCTGCGTGCT TCGGACCTAA 3 360 
ACCATGCTCA TTATATCCAA CAGTGTAATC GTATTTTTTA GGATACAACC AGTTACCGTT 3420 
GGCCAAATGG ACATTCACCA TATCGTCTAT GCGATGGTAG GTCTCAAAGA TGCTCTTATT 34 80 
TGCGATCTCA CTTCCGCGAC CGCCGGAAAT GTCCCATAGG TGACGAAGAT TAGACTCGGA 3 54 0 
GTTGTTATGT AATCTCTTAC AATAACGCAC AAATTCCTTC ATGGCTCCGT GTCTAGATAT 3 600 
GCCACGAGGG TCCGTTGGTA CCTCAACAGA CACCTCGGCA TCCGGGACCA CATCAGTCAC 3660 
CGGTTTAACG TCATCACTGA CGGACTCAGG GCTCGAACTC TCAGGGGCAT CATGAAACTC 3 72 0 
CTCCTGAGGT ATCTCAGCAG CTGGCGGGAC TTTCGCCTTC TTCTTCGAGC GCTTGGTCTT 3780 
GGCTGTCTGC ACTTCATGCT CCAGCCGGTC GAATAAGTCC TCTTCAGTCC AAAACGTTCT 3 84 0 
CAAACGTGAT ATCGGTACAG AATCTTGCTC AAATTCTTCA ACGTTTGAGA GACGAGTCAG 3 90 0 
AAACTTAAAA CTGTCCGCAT AAGAATCCAG ACGTAGTAGG GGAAATCTGC TAGCCAATGT 3 960 
TCTCAGCCAT CCTACTTTCG CCCTGGATGA ATCTCCACCC CACCAAAACC TAGTTTTGAA 4 02 0 
GTGATGGCAC CAACCTTTCC ATTCCATCCC ATCGCGGAGG GCCGTAAGCT TTTCGTACTT 4 080 
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4 WARF-100XCD1 

TTGATACAGA TTCAAAGTCA AAGCAAAGGC CACTAGATGA TAATCTTCAA TGTCTAAGCG 4140 
CTCACCAGCC ATGATAGCCT GACCGTTAAT AATAACAGTC GACGACTTGG CGGATAAGAT 42 00 
AGATGCGACA GCTTTCATGT TCTCAGTCCA TTCTTTACTT TCCTTGAAAC ATCTGAAAGC 42 60 
TATCTCCTCT ACCTCTCTCA CTGTGGTTTT GGCGACGCGC ACACATTTCC AGCGATTGAG 4 320 
ACTCCAGTCT TCAGGTATTG AGACCCCTAC GTACTTAGAT ATGTCTTCAA ACCATACACA 43 80 
GTGACGTAGT GTCTCCCGGG GGCAGCGTAA ATTTGTAGCG ATGATCTTAT AGGTCATGAT 4440 
GTTACATTTC AGCATTTCGC GCTCCAACAG ATAGGTGGTT CCATCGATGC AATGCACCGA 4500 
CTCGGTGAAA AATGAGCCCA AATCTTGCCA TCCGTGGATG TAAGATAATG TGCTTTCATT 4560 
TTCAAAATCG AATTTGATCA CCTCATCCGC GCCTGACCCG TCACGTTGCC AGTGACATTT 462 0 
AAGCAAGGGA AGAAAACCCT CGCGGTCAAA CAACATGGCG CCGTCGAACA TAACGGTACC 4 680 
ACGTAGTACG CGTACTCCAT GCGAATGCAT GGCGTCACAC AGACCTTGGA AGCCCATATC 474 0 
ATAACCGCCG TGGATACAGA TAGCCCAATC AGCTTGGACA TCACAATCTT GAGCTCGGTT 4 800 
AAGACAAAAG TTCGGGACTT CATCGAAATC ATCGCTTTCT TGCAAAATTT TTCGCATGCG 4 860 
GCACATCCTC TCCTCATGTC GGGCAGCGTC TCTAACACCC AACACAGGAC AACAACTGTG 4 920 
CACCCTTTTA TCCCTTCTTG AAAAGTGATG CCACCAAGAC CCTCCGAAAT CTATAACGGG 4 980 
GTCTTCAGGG GGAAAACTGT CGAGACAGTC ATAATGCTCC GCTACACGCA GAGCACCAGC 5 04 0 
CAGGCTATGG GGCGCATGAT ACTGCTGAGT CAAATTTAAG TCAAAGGCAC CACCATAACG 5100 
GTCACGGAAG GCGTCAGCCT CCTCAATAGA GAGCTTATTG CGAACGTTGA TTTTCTTAGA 5160 
CCTTTTCGCG TATTCAATCT GCG CAGATAA CTGTTGCGCA ACCTGATTGT CTACGATGTC 5220 
TTGGGCACTC TGGCTGTCAG CACCCTTCTC AGCAATCAAC TTCAGCAAAT CGATAGAACT 52 80 
TGACATTTTG TTGGTGAAAA ACAAAGAACA AGTAGCAGAA CCGTGGTCGA GGTCCTCTCC 5340 
AAATGAAATG AACTTCCTTA TATAGAGGAA GGGTCTTGCG AAGGATAGTG GGATTGTGCG 5400 
TCATCCCTTA CGTCAGTGGA GATATCACAT CAATCCACTT GCTTTGAAGA CGTGGTTGGA 5460 
ACGTCTTCTT TTTCCACGAT GTTCCTCGTG GGTGGGGGTC CATCTTTGGG ACCACTGTCG 552 0 
GTAGAGGCAT TCTTGAACGA TAGCCTTTCC TTTATCGCAA TGATGGCATT TGTAGAAGCC 5580 
ATCTTCCTTT TCTACTGTCC TTTCGATGAA GTGACAGATA GCTGGGCAAT GGAATCCGAG 564 0 
GAGGTTTCCC GATATTACCC TTTGTTGAAA AGTCTCAATA GCCCTCTGGT CTTCTGAGAC 5700 
TGTATCTTTG ATATTCTTGG AGTAGACGAG AGTGTCGTGC TCCACCATGT TGACCGGGTG 5760 
GTCAGTCCCT TATGTTACGT CCTGTAGAAA CCCCAACCCG TGAAATCAAA AAACTCGACG 5820 
GCCTGTGGGC ATTCAGTCTG GATCGCGAAA ACTGTGGAAT TGATCAGCGT TGGTGGGAAA 5880 
GCGCGTTACA AGAAAGCCGG GCAATTGCTG TGCCAGGCAG TTTTAACGAT CAGTTCGCCG 594 0 
ATGCAGATAT TCGTAATTAT GCGGGCAACG TCTGGTATCA GCGCGAAGTC TTTATACCGA 6000 
AAGGTTGGGC AGGCCAGCGT ATCGTGCTGC GTTTCGATGC GGTCACTCAT TACGGCAAAG 6060 
TGTGGGTCAA TAATCAGGAA GTGATGGAGC ATCAGGGCGG CTATACGCCA TTTGAAGCCG 612 0 
ATGTCACGCC GTATGTTATT GCCGGGAAAA GTGTACAATT CACTGGCCGT CGTTTTACAA 6180 
CGTCGTGACT GGGAAAACCC TGGCGTTACC CAACTTAATC GCCTTGCAGC ACATCCCCCT 624 0 
TTCGCCAGCT GGCGTAATAG CGAAGAGGCC CGCACCGATC GCCCTTCCCA ACAGTTGCGC 6300 
AGCCTGAATG GCGAATGNNN NNNNAATT C A GTACATTAAA AACGTCCGCA ATGTGTTATT 6360 
AAGTTGTCTA AGCGTCAATT TGTTTACACC ACAATATATC CTGCCACCAG CCAGCCAACA 642 0 
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5 WARF-100XCD1 



GCTCCCCGAC 


CGGCAGCTCG 


GCACAAAATC 


ACCACTCGAT 


ACAGGCAGCC 


CATCAGNNNN 


6480 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


6540 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


6600 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


6660 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


6720 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 

X » ill I.y 1M ±M JL» IM IM IM J.M 


IM J.V IN IN ±N IM IN XN IN IN 


IM Vi Vi Vi Vi Vi IM IM IN IM 


IM IM IM IM IM IM IM IM IMIM 


D/OU 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


6840 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


6900 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


6960 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


7020 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNN 


7074 



<210> 2 
<211> 6750 
<212> DNA 

<213> Brome mosaic virus 
<220> 

<221> unsure 
<222> (307) . . (330) 

<223> 24 nucleotides which are unknown. 
<220> 

<221> unsure 

<222> (1137) . . (1160) 

<223> 24 nucleotides which are unknown. 
<220> 

<221> unsure 

<222> (6318) . . (6324) 

<223> 7 nucleotides which are unknown. 
<220> 

<221> unsure 

<222> (6477) . . (6750) 

<223> 274 nucleotides which are unknown. 
<400> 2 

AAACACTGAT AGTTTAAACT GAAGGCGGGA AACGACAATC TGATCATGAG CGGAGAATTA 60 
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WARF-100XCD1 



AGGGAGTCAC 


GTTATGACCC 


CCGCCGATGA 


CGCGGGACAA 


GCCGTTTTAC 


GTTTGGAACT 


120 


GACAGAACCG 


CAACGATTGA 


AGGAGCCACT 


CAGCCGCGGG 


TTTCTGGAGT 


TTAATGAGCT 


180 


AAGCACATAC 


GTCAGAAACC 


ATTATTGCGC 


GTTCAAAAGT 


CGCCTAAGGT 


CACTATCAGC 


240 


TAGCAAATAT 


TTCTTGTCAA 


AAATGCTCCA 


CTGACGTTCC 


ATAAATTCCC 


CTCGGTATCC 


300 


AATTAGNNNN 


NNNNNNNNNN 


WNNNNNNNN 


GATCGTTTCG 


CATGATTGAA 


CAAGATGGAT 


360 


TGCACGCAGG 


TTCTCCGGCC 


GCTTGGGTGG 


AGAGGCTATT 


CGGCTATGAC 


TGGGCACAAC 


420 


AGACAATCGG 


CTGCTCTGAT 


GCCGCCGTGT 


TCCGGCTGTC 


AGCGCAGGGG 


CGCCCGGTTC 


480 


TTTTTGTCAA 


GACCGACCTG 


TCCGGTGCCC 


TGAATGAACT 


GCAGGACGAG 


GCAGCGCGGC 


540 


TATCGTGGCT 


GGCCACGACG 


GGCGTTCCTT 


GCGCAGCTGT 


GCTCGACGTT 


GTCACTGAAG 


600 


CGGGAAGGGA 


CTGGCTGCTA 


TTGGGCGAAG 


TGCCGGGGCA 


GGATCTCCTG 


TCATCTCACC 


660 


TTGCTCCTGC 


CGAGAAAGTA 


TCCATCATGG 


CTGATGCAAT 


GCGGCGGCTG 


CATACGCTTG 


720 


ATCCGGCTAC 


CTGCCCATTC 


GACCACCAAG 


CGAAACATCG 


CATCGAGCGA 


GCACGTACTC 


780 


GGATGGAAGC 


CGGTCTTGTC 


GATCAGGATG 


ATCTGGACGA 


AGAGCATCAG 


GGGCTCGCGC 


840 


CAGCCGAACT 


GTTCGCCAGG 


CTCAAGGCGC 


GCATGCCCGA 


CGGCGATGAT 


CTCGTCGTGA 


900 


CCCATGGCGA 


TGCCTGCTTG 


CCGAATATCA 


TGGTGGAAAA 


TGGCCGCTTT 


TCTGGATTCA 


960 


TCGACTGTGG 


CCGGCTGGGT 


GTGGCGGACC 


GCTATCAGGA 


CATAGCGTTG 


GCTACCCGTG 


1020 


ATATTGCTGA 


AGAGCTTGGC 


GGCGAATGGG 


CTGACCGCTT 


CCTCGTGCTT 


TACGGTATCG 


1080 


CCGCTCCCGA 


TTCGCAGCGC 


ATCGCCTTCT 


ATCGCCTTCT 


TGACGAGTTC 


TTCTGANNNN 


1140 


MNNNNNNNNN 


NNNNNNNNNN 


GATCGTTCAA 


ACATTTGGCA 


ATAAAGTTTC 


TTAAGATTGA 


1200 


ATCCTGTTGC 


CGGTCTTGCG 


ATGATTATCA 


TATAATTTCT 


GTTGAATTAC 


GTTAAGCATG 


1260 


TAATAATTAA 


CATGTAATGC 


ATGACGTTAT 


TTATGAGATG 


GGTTTTTATG 


ATTAGAGTCC 


1320 


CGCAATTATA 


CATTTAATAC 


GCGATAGAAA 


ACAAAATATA 


GCGCGCAAAC 


TAGGATAAAT 


1380 


TATCGCGCGC 


GGTGTCATCT 


ATGTTACTAG 


ATCGGGCCTC 


CTGTCAATGC 


TGGCGGCGGC 


1440 


TCTGGTGGTG 


GTTCTGGTGG 


CGGCTCTGAG 


GGTGGTGGCT 


CTGAGGGTGG 


CGGTTCTGAG 


1500 


GGTGGCGGCT 


CTGAGGGAGG 


CGGTTCCGGT 


GGTGGCTCTG 


GTTCCGGTGA 


TTTTGATTAT 


1560 


GAAAAGATGG 


CAAACGCTAA 


TAAGGGGGCT 


ATGACCGAAA 


ATGCCGATGA 


AAACGCGCTA 


1620 


CAGTCTGACG 


CTAAAGGCAA 


ACTTGATTCT 


GTCGCTACTG 


ATTACGGTGC 


TGCTATCGAT 


1680 


GGTTTCATTG 


GTGACGTTTC 


CGGCCTTGCT 


AATGGTAATG 


GTGCTACTGG 


TGATTTTGCT 


1740 


GGCTCTAATT 


CCCAAATGGC 


TCAAGTCGGT 


GACGGTGATA 


ATTCACCTTT 


AATGAATAAT 


1800 


TTCCGTCAAT 


ATTTACCTTC 


CCTCCCTCAA 


TCGGTTGAAT 


GTCGCCCTTT 


TGTCTTTGGC 


1860 


CCAATACGCA 


AACCGCCTCT 


CCCCGCGCGT 


TGGCCGATTC 


ATTAATGCAG 


CTGGCACGAC 


1920 


AGGTTTCCCG 


ACTGGAAAGC 


GGGCAGTGAG 


CGCAACGCAA 


TTAATGTGAG 


TTAGCTCACT 


1980 


P A TT A CXCX P A P 




APaPTTTftTP. 


PTTP PPPPTP 




tpp, a a tt^tp 


o n a n 


AGCGGATAAC 


AATTTCACAC 


AGGAAACAGC 


TATGACCATG 


ATTACGCCAA 


GCTTGCATGC 


2100 


CTGCAGGTCG 


ACTCTAGAGG 


ATCCCCGGTC 


AACATGGTGG 


AGCACGACAC 


TCTCGTCTAC 


2160 


TCCAAGAATA 


TCAAAGATAC 


AGTCTCAGAA 


GACCAGAGGG 


CTATTGAGAC 


TTTTCAACAA 


2220 


AGGGTAATAT 


CGGGAAACCT 


CCTCGGATTC 


CATTGCCCAG 


CTATCTGTCA 


CTTCATCGAA 


2280 


AGGACAGTAG 


AAAAGGAAGA 


TGGCTTCTAC 


AAATGCCATC 


ATTGCGATAA 


AGGAAAGGCT 


2340 


ATCGTTCAAG 


AATGCCTCTA 


CCGACAGTGG 


TCCCAAAGAT 


GGACCCCCAC 


CCACGAGGAA 


2400 
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7 WARF-100XCD1 

CATCGTGGAA AAAGAAGACG TTCCAACCAC GTCTTCAAAG CAAGTGGATT GATGTGATAT 24 60 
CTCCACTGAC GTAAGGGATG ACGCACAATC CCACTATCCT TCGCAAGACC CTTCCTCTAT 252 0 
ATAAGGAAGT TCATTTCATT TGGAGAGGAC CTCGACCACG GTTCTGCTAC TTGTTCTTTG 25 80 
TTTTTCACCA ACAAAATGTC AAGTTCTATC GATTTGCTGA AGTTGATTGC TGAGAAGGGT 264 0 
GCTGACAGCC AGAGTGCCCA AGACATCGTA GACAATCAGG TTGCGCAACA GTTATCTGCG 2 700 
CAGATTGAAT ACGCGAAAAG GTCTAAGAAA ATCAACGTTC GCAATAAGCT CTCTATTGAG 2760 
GAGGCTGACG CCTTCCGTGA CCGTTATGGT GGTGCCTTTG ACTTAAATTT GACTCAGCAG 2 82 0 
TATCATGCGC CCCATAGCCT GGCTGGTGCT CTGCGTGTAG CGGAGCATTA TGACTGTCTC 28 80 
GACAGTTTTC CCCCTGAAGA CCCCGTTATA GATTTCGGAG GGTCTTGGTG GCATCACTTT 2 94 0 
TCAAGAAGGG ATAAAAGGGT GCACAGTTGT TGTCCTGTGT TGGGTGTTAG AGACGCTGCC 30 00 
CGACATGAGG AGAGGATGTG CCGCATGCGA AAAATTTTGC AAGAAAGCGA TGATTTCGAT 3 060 
GAAGTCCCGA ACTTTTGTCT TAACCGAGCT CAAGATTGTG ATGTCCAAGC TGATTGGGCT 312 0 
ATCTGTATCC ACGGCGGTTA TGATATGGGC TTCCAAGGTC TGTGTGACGC CATGCATTCG 318 0 
CATGGAGTAC GCGTACTACG TGGTACCGTT ATGTTCGACG GCGCCATGTT GTTTGACCGC 324 0 
GAGGGTTTTC TTCCCTTGCT TAAATGTCAC TGGCAACGTG ACGGGTCAGG CGCGGATGAG 33 00 
GTGATCAAAT TCGATTTTGA AAATGAAAGC ACATTATCTT ACATCCACGG ATGGCAAGAT 33 60 
TTGGGCTCAT TTTTCACCGA GTCGGTGCAT TGCATCGATG GAACCACCTA TCTGTTGGAG 3420 
CGCGAAATGC TGAAATGTAA CATCATGACC TATAAGATCA TCGCTACAAA TTTACGCTGC 34 80 
CCCCGGGAGA CACTACGTCA CTGTGTATGG TTTGAAGACA TATCTAAGTA CGTAGGGGTC 3 54 0 
TCAATACCTG AAGAC TGG AG TCTCAATCGC TGGAAATGTG TGCGCGTCGC CAAAACCACA 3 600 
GTGAGAGAGG TAGAGGAGAT AGCTTTCAGA TGTTTCAAGG AAAGTAAAGA ATGGACTGAG 3 660 
AACATGAAAG CTGTCGCATC TATCTTATCC GCCAAGTCGT CGACTGTTAT TATTAACGGT 3 72 0 
CAGGCTATCA TGGCTGGTGA GCGCTTAGAC ATTGAAGATT ATCATCTAGT GGCCTTTGCT 3 780 
TTGACTTTGA ATCTGTATCA AAAGTACGAA AAGCTTACGG CCCTCCGCGA TGGGATGGAA 3 84 0 
TGGAAAGGTT GGTGCCATCA CTTCAAAACT AGGTTTTGGT GGGGTGGAGA TTCATCCAGG 3 900 
GCGAAAGTAG GATGGCTGAG AACATTGGCT AGCAGATTTC CCCTACTACG TCTGGATTCT 3 960 
TATGCGGACA GTTTTAAGTT TCTGACTCGT CTCTCAAACG TTGAAGAATT TGAGCAAGAT 4 02 0 
TCTGTACCGA TATCACGTTT GAGAACGTTT TGGACTGAAG AGGACTTATT CGACCGGCTG 4 08 0 
GAGCATGAAG TGCAGACAGC CAAGACCAAG CGCTCGAAGA AGAAGGCGAA AGTCCCGCCA 414 0 
GCTGCTGAGA TACCTCAGGA GGAGTTTCAT GATGCCCCTG AGAGTTCGAG CCCTGAGTCC 42 00 
GTCAGTGATG ACGTTAAACC GGTGACTGAT GTGGTCCCGG ATGCCGAGGT GTCTGTTGAG 42 60 
GTACCAACGG ACCCTCGTGG CATATCTAGA CACGGAGCCA TGAAGGAATT TGTGCGTTAT 4320 
TGTAAGAGAT TACATAACAA CTCCGAGTCT AATCTTCGTC ACCTATGGGA CATTTCCGGC 4 3 80 
GGTCGCGGAA GTGAGATCGC AAATAAGAGC ATCTTTGAGA CCTACCATCG CATAGACGAT 444 0 
ATGGTGAATG TCCATTTGGC CAACGGTAAC TGGTTGTATC CTAAAAAATA CGATTACACT 4500 
GTTGGATATA ATGAGCATGG TTTAGGTCCG AAGCACGCAG ATGAAACGTA CATTGTTGAT 4 560 
AAAACATGTG CATGCTCTAA CTTGAGGGAC ATTGCAGAAG CTAGCGCCAA AGTTTCTGTC 4 62 0 
CCTACATGCG ATATTTCCAT GGTTGATGGA GTTGCGGGAT GCGGTAAAAC CACTGCCATA 4 680 
AAAGATGCAT TCCGTATGGG AGAGGACCTA ATTGTGACGG CGAATCGTAA ATCGGCCGAG 474 0 
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GACGTCAGGA 


TGGCTTTATT 


CCCTGACACT 


TATAATTCCA 


AGGTAGCTTT 


GGACGTTGTG 


4800 


CGCACCGCGG 


ATTCTGCGAT 


CATGCACGGT 


GTACCGTCCT 


GTCATAGGCT 


GCTTGTTGAT 


4860 


GAGGCTGGTT 


TACTACATTA 


TGGTCAACTC 


CTGGTGGTGG 


CTGCTCTGTC 


TAAATGTTCA 


4920 


CAAGTTCTTG 


CCTTTGGGGA 


CACAGAGCAG 


ATTTCGTTCA 


AGTCTCGTGA 


CGCGGGTTTT 


4980 


AAATTGCTCC 


ACGGTAATCT 


GCAATATGAT 


CGCCGTGACG 


TTGTTCACAA 


GACTTACCGG 


5040 


TGTCCGCAAG 


ATGTTATCGC 


TGCTGTTAAT 


CTGCTGAAGC 


GTAAATGCGG 


TAATAGGGAC 


5100 


ACGAAGTATC 


AATCCTGGAC 


ATCTGAGTCC 


AAAGTTTCTA 


GAAGTCTCAC 


GAAGCGTCGT 


5160 


ATTACTTCTG 


GTTTGCAGGT 


CACTATTGAT 


CCGAACAGAA 


CGTATCTTAC 


GATGACTCAA 


5220 


GCTGATAAAG 


CGGCCCTTCA 


AACGAGGGCT 


AAGGATTTTC 


CCGTGAGCAA 


GGACTGGATT 


5280 


GATGGACACA 


TAAAAACAGT 


ACACGAAGCG 


CAAGGGATCT 


CTGTTGACAA 


CGTCACTTTG 


5340 


GTTCGGCTTA 


AGTCGACCAA 


ATGTGATTTG 


TTTAAACATG 


AGGAGTACTG 


TTTGGTTGCC 


5400 


TTAACACGAC 


ACAAGAAGTC 


CTTTGAGTAT 


TGCTTTAACG 


GCGAGCTCGC 


TGGTGATTTG 


5460 


ATCTTTAATT 


GTGTTAAGTG 


ATGCGCTTGT 


CTCTGTGTGA 


GACCTCTGCT 


CGAGAATTCG 


5520 


AGCTCGGTAC 


CCGGGGATCC 


TCTAGAGTCC 


GCAAATCACC 


AGTCTCTCTC 


TACAAATCTA 


5580 


TCTCTCTCTA 


TTTTCTCCAG 


AATAATGTGT 


GAGTAGTTCC 


CAGATAAGGG 


AATTAGGGTT 


5640 


CTTATAGGGT 


TTCGCTCATG 


TGTTGAGCAT 


ATAAGAAACC 


CTTAGTATGT 


ATTTGTATTT 


5700 


GTAAAATACT 


TCTATCAATA 


AAATTTCTAA 


TTCCTAAAAC 


CAAAATCCAG 


TGACCGGGTG 


5760 


GTCAGTCCCT 


TATGTTACGT 


CCTGTAGAAA 


CCCCAACCCG 


TGAAATCAAA 


AAACTCGACG 


5820 


GCCTGTGGGC 


ATTCAGTCTG 


GATCGCGAAA 


ACTGTGGAAT 


TGATCAGCGT 


TGGTGGGAAA 


5880 


GCGCGTTACA 


AGAAAGCCGG 


GCAATTGCTG 


TGCCAGGCAG 


TTTTAACGAT 


CAGTTCGCCG 


5940 


ATGCAGATAT 


TCGTAATTAT 


GCGGGCAACG 


TCTGGTATCA 


GCGCGAAGTC 


TTTATACCGA 


6000 


AAGGTTGGGC 


AGGCCAGCGT 


ATCGTGCTGC 


GTTTCGATGC 


GGTCACTCAT 


TACGGCAAAG 


6060 


TGTGGGTCAA 


TAATCAGGAA 


GTGATGGAGC 


ATCAGGGCGG 


CTATACGCCA 


TTTGAAGCCG 


6120 


ATGTCACGCC 


GTATGTTATT 


GCCGGGAAAA 


GTGTACAATT 


CACTGGCCGT 


CGTTTTACAA 


6180 


CGTCGTGACT 


GGGAAAACCC 


TGGCGTTACC 


CAACTTAATC 


GCCTTGCAGC 


ACATCCCCCT 


6240 


TTCGCCAGCT 


GGCGTAATAG 


CGAAGAGGCC 


CGCACCGATC 


GCCCTTCCCA 


ACAGTTGCGC 


6300 


AGCCTGAATG 


GCGAATGNNN 


NNNNAATTCA 


GTACATTAAA 


AACGTCCGCA 


ATGTGTTATT 


6360 


AAGTTGTCTA 


AGCGTCAATT 


TGTTTACACC 


ACAATATATC 


CTGCCACCAG 


CCAGCCAACA 


6420 


GCTCCCCGAC 


CGGCAGCTCG 


GCACAAAATC 


ACCACTCGAT 


ACAGGCAGCC 


CATCAGNNNN 


6480 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


6540 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


6600 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


6660 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


6720 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 








6750 



<210> 3 
<211> 6426 
<212> DNA 

<213> Brome mosaic virus 
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<220> 

<221> unsure 
<222> (307) . . (330) 

<22 3> 24 nucleotides which are unknown. 
<220> 

<221> unsure 

<222> (1137) . . (1160) 

<223> 24 nucleotides which are unknown. 
<220> 

<221> unsure 

<222> (6169) . . (6426) 

<223> 258 nucleotides which are unknown. 
[ 



<400> 3 



AAACACTGAT 


AGTTTAAACT 


GAAGGCGGGA 


AACGACAATC 


TGATCATGAG 


CGGAGAATTA 


60 


AGGGAGTCAC 


GTTATGACCC 


CCGCCGATGA 


CGCGGGACAA 


GCCGTTTTAC 


GTTTGGAACT 


120 


GACAGAACGG 


CAACGATTGA 


AGGAGCCACT 


CAGCCGCGGG 


TTTCTGGAGT 


TTAATGAGCT 


180 


AAGCACATAC 


GTCAGAAACC 


ATTATTGCGC 


GTTCAAAAGT 


CGCCTAAGGT 


CACTATCAGC 


240 


TAGCAAATAT 


TTCTTGTCAA 


AAATGCTCCA 


CTGACGTTCC 


ATAAATTCCC 


CTCGGTATCC 


300 


AATTAGNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


GATCGTTTCG 


CATGATTGAA 


CAAGATGGAT 


360 


TGCACGCAGG 


TTCTCCGGCC 


GCTTGGGTGG 


AGAGGCTATT 


CGGCTATGAC 


TGGGCACAAC 


420 


AGACAATCGG 


CTGCTCTGAT 


GCCGCCGTGT 


TCCGGCTGTC 


AGCGCAGGGG 


CGCCCGGTTC 


480 


TTTTTGTCAA 


GACCGACCTG 


TCCGGTGCCC 


TGAATGAACT 


GCAGGACGAG 


GCAGCGCGGC 


540 


TATCGTGGCT 


GGCCACGACG 


GGCGTTCCTT 


GCGCAGCTGT 


GCTCGACGTT 


GTCACTGAAG 


600 


CGGGAAGGGA 


CTGGCTGCTA 


TTGGGCGAAG 


TGCCGGGGCA 


GGATCTCCTG 


TCATCTCACC 


660 


TTGCTCCTGC 


CGAGAAAGTA 


TCCATCATGG 


CTGATGCAAT 


GCGGCGGCTG 


CATACGCTTG 


720 


ATCCGGCTAC 


CTGCCCATTC 


GACCACCAAG 


CGAAACATCG 


CATCGAGCGA 


GCACGTACTC 


780 


GGATGGAAGC 


CGGTCTTGTC 


GATCAGGATG 


ATCTGGACGA 


AGAGCATCAG 


GGGCTCGCGC 


840 


CAGCCGAACT 


GTTCGCCAGG 


CTCAAGGCGC 


GCATGCCCGA 


CGGCGATGAT 


CTCGTCGTGA 


900 


CCCATGGCGA 


TGCCTGCTTG 


CCGAATATCA 


TGGTGGAAAA TGGCCGCTTT 


TCTGGATTCA 


960 


TCGACTGTGG 


CCGGCTGGGT 


GTGGCGGACC 


GCTATCAGGA 


CATAGCGTTG 


GCTACCCGTG 


1020 


ATATTGCTGA 


AGAGCTTGGC 


GGCGAATGGG 


CTGACCGCTT 


CCTCGTGCTT 


TACGGTATCG 


1080 


CCGCTCCCGA 


TTCGCAGCGC 


ATCGCCTTCT 


ATCGCCTTCT 


TGACGAGTTC 


TTCTGANNNN 


1140 


NNNNNNNNNN 


NNNNNNNNNN 


GATCGTTCAA 


ACATTTGGCA 


ATAAAGTTTC 


TTAAGATTGA 


1200 


ATCCTGTTGC 


CGGTCTTGCG 


ATGATTATCA 


TATAATTTCT 


GTTGAATTAC 


GTTAAGCATG 


1260 
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TAATAATTAA 


CATGTAATGC 


ATGACGTTAT 


TTATGAGATG 


GGTTTTTATG 


ATTAGAGTCC 


1320 


CGCAATTATA 


CATTTAATAC 


GCGATAGAAA 


ACAAAATATA 


GCGCGCAAAC 


TAGGATAAAT 


1380 


TATCGCGCGC 


GGTGTCATCT 


ATGTTACTAG 


ATCGGGCCTC 


CTGTCAATGC 


TGGCGGCGGC 


1440 


TCTGGTGGTG 


GTTCTGGTGG 


CGGCTCTGAG 


GGTGGTGGCT 


CTGAGGGTGG 


CGGTTCTGAG 


1500 


GGTGGCGGCT 


CTGAGGGAGG 


CGGTTCCGGT 


GGTGGCTCTG 


GTTCCGGTGA 


TTTTGATTAT 


1560 


GAAAAGATGG 


CAAACGCTAA 


TAAGGGGGCT 


ATG AC CG AAA 


ATGCCGATGA 


AAACGCGCTA 


1620 


CAGTCTGACG 


CTAAAGGCAA 


ACTTGATTCT 


GTCGCTACTG 


ATTACGGTGC 


TGCTATCGAT 


1680 


GGTTTCATTG 


GTGACGTTTC 


CGGCCTTGCT 


AATGGTAATG 


GTGCTACTGG 


TGATTTTGCT 


1740 


GGCTCTAATT 


CCCAAATGGC 


TCAAGTCGGT 


GACGGTGATA 


ATTCACCTTT 


AATGAATAAT 


1800 


TTCCGTCAAT 


ATTTACCTTC 


CCTCCCTCAA 


TCGGTTGAAT 


GTCGCCCTTT 


TGTCTTTGGC 


1860 


CCAATACGCA 


AACCGCCTCT 


CCCCGCGCGT 


TGGCCGATTC 


ATTAATGCAG 


CTGGCACGAC 


1920 


AGGTTTCCCG 


ACTGGAAAGC 


GGGCAGTGAG 


CGCAACGCAA 


TTAATGTGAG 


TTAGCTCACT 


1980 


CATTAGGCAC 


CCCAGGCTTT 


ACACTTTATG 


CTTCCGGCTC 


GTATGTTGTG 


TGGAATTGTG 


2040 


AGCGGATAAC 


AATTTCACAC 


AGGAAACAGC 


TATGACCATG 


ATTACGCCAA 


GCTTGCATGC 


2100 


CTGCAGGTCA 


CTGGATTTTG 


GTTTTAGGAA 


TTAGAAATTT 


TATTGATAGA 


AGTATTTTAC 


2160 


AAATACAAAT 


ACATACTAAG 


GGTTTCTTAT 


ATGCTCAACA 


CATGAGCGAA 


ACCCTATAAG 


2220 


AACCCTAATT 


CCCTTATCTG 


GGAACTACTC 


ACACATTATT 


CTGGAGAAAA 


TAGAGAGAGA 


2280 


TAGATTTGTA 


GAGAGAGACT 


GGTGATTTGC 


GGACTCTAGA 


GGATCCCCAG 


CTTTTAAACT 


2340 


TAGCCAAAGT 


GGTCTGCCTG 


ACCAGGAGTT 


TTTAACCTTA 


ACCAAAGGGC 


TGTTCACAGC 


2400 


TTAGGTTCAT 


ATATCATAGA 


ACCGATCATC 


TCAGATCAGA 


GGGCTTAAAA 


GTCTCACAAT 


2460 


GGGACTTCAC 


GAGCAAAGCA 


TCAACTGACG 


TTAGGCCTCC 


TCTACCGGTA 


GCGTAATCGT 


2520 


CGACCTTCTT 


TTTCAAGCGT 


TGTGTGGTCC 


TACGATCATT 


AGCTAATTTG 


AGTGACTCAC 


2580 


GCTCAAGGGC 


CTCATGTAAA 


CGTCCGATCC 


GTTTGACAGG 


GAGCTCCTTA 


GTACTACAGT 


2640 


CCGAGGAATA 


AATTCCAATG 


GTTCTGTAGA 


CTTTGTCTAA 


CACACCAGGA 


AACTTTGGAT 


2700 


TCTTCCAGTT 


GTGAAACCAG 


TCACCATCAG 


TTTTACGCTC 


TTCCGTGGTG 


CGTTTGAACT 


2760 


TACATACAGG 


ATCGCTCATC 


TGATAAACTC 


TGATGCCTTC 


GGTACAGTAG 


CAATCAGAGA 


2820 


ACCTCAGGAA 


ATTCTCGGAG 


TATAAAGAAA 


AAGCCGCAAG 


AGCAGCTCTA 


ACCTCCTCGA 


2880 


AAATCCAAGG 


TTTTTCTTTC 


CCATATTTCA 


GATAAACAAA 


ATG AC AG AG C 


GTCGTAATCA 


2940 


TCTTCTCATC 


AAGTTGATTA 


ATAAACTTCA 


TTCGATCACA 


GAAGGAAACG 


AAATGTGCTC 


3000 


TGAGCATCTG 


TTCATCACGC 


AGAATCTTTC 


GCTTAGCTAA 


GCGCTGGATC 


TCTCTCAGAG 


3060 


GATCTGGTAC 


AGACACCAAA 


TTGCCCATTT 


CAGTTTCGAC 


GAGAAACTTA 


CTACAAACGT 


3120 


AGGGCACACT 


AGGGTCCATG 


ACTTTTATCT 


CCATATTGAA 


GAGAGACGTA 


AACATATCGG 


3180 


TATCCAGGAC 


TGGCTTAACT 


TTAGAGATGA 


TTAAAGAATC 


ATCTCCTGAA 


AATATTGCAC 


3240 


AGTCACAGTC 


ACTTAGATCA 


GAGGCATATG 


CAATCATAGC 


CATAGTGACA 


AGAGTATTAC 


3300 


CGAAATATGT 


AAACGCGTCA 


CCAGTTCTGC 


GTTGGAAGGA 


AACGGACATT 


CCCACCTTGG 


3360 


CATGAGGGTC 


TGATAAATAA 


GAATCGCGAT 


GAAAATCAGA 


CCACCAATTC 


GTCAGCGGCG 


3420 


CTGGAAAGCC 


CAGCGCAAGG 


AGTATCTCTC 


TCTGAAACTC 


TAGGTGCAGC 


TCACCCTGAG 


3480 


ATTTATCAAA 


TTTGCTTAGG 


TCCGCTTCAA 


GAAAGTATCT 


GTTATTCAAG 


CGGACATTCT 


3540 


TAAGCTCCAG 


AGAGGATATC 


TTTCCGATAG 


GCACAATGAA 


CCTGGATTTC 


AGGGCCAGTG 


3600 
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ATAACTTCTC 


GAAACAAGCA 


GTGAAAAAGG 


GTGAAAAATT 


ACTAGTCACA 


CCTTTACTAT 


3660 


GAAATGTTAT 


AGTAGCTGCT 


ACTGCTCGTT 


CCAAGTGAAG 


GGTGTCAGTT 


ACAACAGGTT 


3720 


TTACGTCAGA 


CTTCAGCATA 


TGCTGGTACC 


GACATAAATC 


AGTCTCTGCT 


GCCACATTCA 


3780 


CACCTTGCAA 


GTCCATGTGC 


TTACCCCACT 


TCTTATGGTA 


CTCAAGACAT 


TTAGTCATGA 


3840 


CATCCATAGA 


AGCTCTCAGA 


CAGTCTTCAC 


CGTCAACATT 


AAGGAATGTG 


CTACGAAAGC 


3900 


GCTTTGCTAT 


AGCTTTCGCA 


GTGTCCTTCA 


TGTTAATCGC 


GTCTCCCATT 


TCTGGAACGT 


3960 


CCGCGTTTCG 


CTTTTTGAGT 


GCGGTTAAGA 


CTTCTTTCTG 


AGTACCAACT 


CTTCGCTGAG 


4020 


CACTCCCGAT 


ATTCATTTTT 


GGTTGAAAAT 


ATTTATCGGG 


GTCCCTATAC 


CAGTCTACAT 


4080 


CACTTTGCTT 


AAGTCTGATC 


CTATCAAAGT 


CCATGGAATA 


ATCACCATTT 


TCAACAAGGG 


4140 


CTTGATGGTA 


CGAATCATCG 


AAATAAGCAT 


GGGTTGGCAG 


TATGGAATGA 


CTGGTCGCTT 


4200 


CTGTTCTAGC 


AAGGCTGACT 


CTCTCCATAT 


AAATTGGCCC 


AGTAGAGATG 


TCAGGGTTAT 


4260 


CTGGATGGCA 


GTGTGTATCA 


ATAACACGCG 


AAACCCTATG 


TTCAATAGGG 


TTCATGATTT 


4320 


GAAGAGTGAT 


GTCGTAATCA 


GTATTAGTAG 


TCTGAAACTC 


TTCATCAATG 


CCCATGTACC 


4380 


TATCTCCAAG 


GGTCAGCTCC 


TTGGGGGTAT 


CTCCAGTAAC 


ACGAACTTCC 


TCAATTTCAC 


4440 


AGTTCGAGGA 


ATCACTGGCG 


AGTTTTAGAT 


CGCTCGCATG 


ATCTTCATCG 


GCGGCAAACG 


4500 


ATACACCGTA 


ACCATCACTA 


GTATCCTCGG 


GATACCAGTC 


ATCAATTTCA 


TCTTCGAGCA 


4560 


CGAAAGAGCC 


CGGAATGTCA 


AGATATAACA 


TCCGTGCCAT 


TTCAGCTTGA 


GGAATCAGCG 


4620 


GTCTATCGGT 


GAACTGTTGA 


ACCATTTGTT 


GGACGGTGTC 


GCAAATAGAG 


CCCCAGCGCA 


4680 


CTCGGTCAAA 


AGGGGGATCG 


AATACCCCTC 


CTATCTCCAA 


GGGCGCTATA 


GCTAATTTAA 


4740 


AACTCGCGAG 


AGATCCGTCA 


ATGGCAACTC 


CGTCTGCCGG 


CTCCTGCACC 


TGAAGGCTAG 


4800 


CAGCCTCCAC 


CTCGTCTTCT 


AAGGATTGAT 


CTATGATCCA 


TTGGAAAGAC 


GGGACCTGGC 


4860 


GAACGAAATC 


ATCATCCCAG 


GTTTTCGAAG 


ACATCTTGGT 


GATAGTAGAA 


AGAACAAGCA 


4920 


CACAACAACA 


ACAAGGTCAG 


ATGTGTGTTG 


CGGGTACCGA 


GCTCGAATTC 


TCGAGGTCCT 


4980 


CTCCAAATGA 


AATGAACTTC 


CTTATATAGA 


GGAAGGGTCT 


TGCGAAGGAT 


AGTGGGATTG 


5040 


TGCGTCATCC 


CTTACGTCAG 


TGGAGATATC 


ACATCAATCC 


ACTTGCTTTG 


AAGACGTGGT 


5100 


TGGAACGTCT 


TCTTTTTCCA 


CGATGTTCCT 


CGTGGGTGGG 


GGTCCATCTT 


TGGGACCACT 


5160 


GTCGGTAGAG 


GCATTCTTGA 


ACGATAGCCT 


TTCCTTTATC 


GCAATGATGG 


CATTTGTAGA 


5220 


AGCCATCTTC 


CTTTTCTACT 


GTCCTTTCGA 


TGAAGTGACA 


GATAGCTGGG 


CAATGGAATC 


5280 


CGAGGAGGTT 


TCCCGATATT 


ACCCTTTGTT 


GAAAAGTCTC 


AATAGCCCTC 


TGGTCTTCTG 


5340 


AGACTGTATC 


TTTGATATTC 


TTGGAGTAGA 


CGAGAGTGTC 


GTGCTCCACC 


ATGTTGACCT 


5400 


GCAGGCAGCA 


AGCTTGCATG 


CCTGCAGGTC 


GACTCTAGAG 


GATCCCCGGG 


TGGTCAGTCC 


5460 


CTTATGTTAC 


GTCCTGTAGA 


AACCCCAACC 


CGTGAAATCA 


AAAAACTCGA 


CGGCCTGTGG 


5520 


GCATTCAGTC 


TGGATCGCGA 


AAACTGTGGA 


ATTGATCAGC 


GTTGGTGGGA 


AAGCGCGTTA 


5580 


CAAGAAAGCC 


GGGCAATTGC 


TGTGCCAGGC 


AGTTTTAACG 


ATCAGTTCGC 


CGATGCAGAT 


5640 


ATTCGTAATT 


ATGCGGGCAA 


CGTCTGGTAT 


CAGCGCGAAG 


TCTTTATACC 


GAAAGGTTGG 


5700 


GCAGGCCAGC 


GTATCGTGCT 


GCGTTTCGAT 


GCGGTCACTC 


ATTACGGCAA 


AGTGTGGGTC 


5760 


AATAATCAGG 


AAGTGATGGA 


GCATCAGGGC 


GGCTATACGC 


CATTTGAAGC 


CGATGTCACG 


5820 


CCGTATGTTA 


TTGCCGGGAA 


AAGTGTACAA 


TTCACTGGCC 


GTCGTTTTAC 


AACGTCGTGA 


5880 


CTGGGAAAAC 


CCTGGCGTTA 


CCCAACTTAA 


TCGCCTTGCA 


GCACATCCCC 


CTTTCGCCAG 


5940 
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CTGGCGTAAT AGCGAAGAGG CCCGCACCGA TCGCCCTTCC CAACAGTTGC GCAGCCTGAA 6000 
TGGCGAATGN NNNNNNAATT CAGTACATTA AAAACGTCCG CAATGTGTTA TTAAGTTGTC 6060 
TAAGCGTCAA TTTGTTTACA C C AC AAT AT A TCCTGCCACC AGCCAGCCAA CAGCTCCCCG 612 0 
ACCGGCAGCT CGGCACAAAA TCACCACTCG ATACAGGCAG CCCATCAGNN NNNNNNNNNN 6180 
NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN 6240 
NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN 6300 
NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN 6360 
NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN 6420 
NNNNNN 6426 

<210> 4 
<211> 6500 
<212> DNA 

<213> Brome mosaic virus 
<220> 

<221> unsure 
<222> (307) . . (330) 

<223> 24 nucleotides which are unknown. 
<220> 

<221> unsure 

<222> (1137) . . (1160) 

<22 3> 24 nucleotides which are unknown. 
<220> 

<221> unsure 

<222> (6169) . . (6500) 

<223> 332 nucleotides which are unknown. 



<400> 4 

AAACACTGAT AGTTTAAACT GAAGGCGGGA 
AGGGAGTCAC GTTATGACCC CCGCCGATGA 
GACAGAACCG CAACGATTGA AGGAGCCACT 
AAGCACATAC GTCAGAAACC ATTATTGCGC 
TAGCAAATAT TTCTTGTCAA AAATGCTCCA 
AATTAGNNNN NNNNNNNNNN NNNNNNNNNN 
TGCACGCAGG TTCTCCGGCC GCTTGGGTGG 



AACGAC AAT C TGATCATGAG CGGAGAATTA 60 
CGCGGGACAA GCCGTTTTAC GTTTGGAACT 120 
CAGCCGCGGG TTTCTGGAGT TTAATGAGCT 180 
GTTCAAAAGT CGCCTAAGGT CACTATCAGC 24 0 
CTGACGTTCC ATAAATTCCC CTCGGTATCC 3 00 
GATCGTTTCG CATGATTGAA CAAGATGGAT 3 60 
AGAGGCTATT CGGCTATGAC TGGGCACAAC 420 
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AGACAATCGG CTGCTCTGAT GCCGCCGTGT TCCGGCTGTC AGCGCAGGGG CGCCCGGTTC 4 80 
TTTTTGTCAA GACCGACCTG TCCGGTGCCC TGAATGAACT GCAGGACGAG GCAGCGCGGC 54 0 
TATCGTGGCT GGCCACGACG GGCGTTCCTT GCGCAGCTGT GCTCGACGTT GTCACTGAAG 600 
CGGGAAGGGA CTGGCTGCTA TTGGGCGAAG TGCCGGGGCA GGATCTCCTG TCATCTCACC 660 
TTGCTCCTGC CGAGAAAGTA TCCATCATGG CTGATGCAAT GCGGCGGCTG CATACGCTTG 72 0 
ATCCGGCTAC CTGCCCATTC GACCACCAAG CGAAACATCG CATCGAGCGA GCACGTACTC 780 
GGATGGAAGC CGGTCTTGTC GATCAGGATG ATCTGGACGA AGAGCATCAG GGGCTCGCGC 84 0 
CAGCCGAACT GTTCGCCAGG CTCAAGGCGC GCATGCCCGA CGGCGATGAT CTCGTCGTGA 900 
CCCATGGCGA TGCCTGCTTG CCGAATATCA TGGTGGAAAA TGGCCGCTTT TCTGGATTCA 960 
TCGACTGTGG CCGGCTGGGT GTGGCGGACC GCTATCAGGA CATAGCGTTG GCTACCCGTG 1020 
ATATTGCTGA AGAGCTTGGC GGCGAATGGG CTGACCGCTT CCTCGTGCTT TACGGTATCG 108 0 
CCGCTCCCGA TTCGCAGCGC ATCGCCTTCT ATCGCCTTCT TGACGAGTTC TTCTGANNNN 114 0 
NNNNNNNNNN NNNNNNNNNN GATCGTTCAA ACATTTGGCA ATAAAGTTTC TTAAGATTGA 12 00 
ATCCTGTTGC CGGTCTTGCG ATGATTATCA TATAATTTCT GTTGAATTAC GTTAAGCATG 1260 
TAATAATTAA CATGTAATGC ATGACGTTAT TTATGAGATG GGTTTTTATG ATTAGAGTCC 132 0 
CGCAATTATA CATTTAATAC GCGATAGAAA ACAAAATATA GCGCGCAAAC TAGGATAAAT 13 80 
TATCGCGCGC GGTGTCATCT ATGTTACTAG ATCGGGCCTC CTGTCAATGC TGGCGGCGGC 144 0 
TCTGGTGGTG GTTCTGGTGG CGGCTCTGAG GGTGGTGGCT CTGAGGGTGG CGGTTCTGAG 15 00 
GGTGGCGGCT CTGAGGGAGG CGGTTCCGGT GGTGGCTCTG GTTCCGGTGA TTTTGATTAT 1560 
GAAAAGATGG CAAACGCTAA TAAGGGGGCT ATGACCGAAA ATGCCGATGA AAACGCGCTA 162 0 
CAGTCTGACG CTAAAGGCAA ACTTGATTCT GTCGCTACTG ATTACGGTGC TGCTATCGAT 1680 
GGTTTCATTG GTGACGTTTC CGGCCTTGCT AATGGTAATG GTGCTACTGG TGATTTTGCT 174 0 
GGCTCTAATT CCCAAATGGC TCAAGTCGGT GACGGTGATA ATTCACCTTT AATGAATAAT 1800 
TTCCGTCAAT ATTTACCTTC CCTCCCTCAA TCGGTTGAAT GTCGCCCTTT TGTCTTTGGC 1860 
C C AATACGC A AACCGCCTCT CCCCGCGCGT TGGCCGATTC ATTAATGCAG CTGGCACGAC 192 0 
AGGTTTCCCG ACTGGAAAGC GGGCAGTGAG CGCAACGCAA TTAATGTGAG TTAGCTCACT 1980 
CATTAGGCAC CCCAGGCTTT ACACTTTATG CTTCCGGCTC GTATGTTGTG TGGAATTGTG 2 040 
AGCGGATAAC AATTTCACAC AGGAAACAGC TATGACCATG ATTACGCCAA GCTTGCTGCC 2100 
TGCAGGTCAA CATGGTGGAG CACGACACTC TCGTCTACTC CAAGAATATC AAAGATACAG 2160 
TCTCAGAAGA CCAGAGGGCT ATTGAGACTT TTCAACAAAG GGTAATATCG GGAAACCTCC 2220 
TCGGATTCCA TTGCCCAGCT ATCTGTCACT TCATCGAAAG GACAGTAGAA AAGGAAGATG 22 80 
GCTTCTACAA ATGCCATCAT TGCGATAAAG GAAAGGCTAT CGTTCAAGAA TGCCTCTACC 2340 
GACAGTGGTC CCAAAGATGG ACCCCCACCC ACGAGGAACA TCGTGGAAAA AGAAGACGTT 24 00 
CCAACCACGT CTTCAAAGCA AGTGGATTGA TGTGATATCT CCACTGACGT AAGGGATGAC 2460 
GCACAATCCC ACTATCCTTC GCAAGACCCT TCCTCTATAT AAGGAAGTTC ATTTCATTTG 2520 
GAGAGGACCT CGAGAATTCG AGCTCGGTAC CCGCAACACA CATCTGACCT TGTTGTTGTT 2580 
GTGTGCTTGT TCTTTCTACT ATCAC CAAGA TGTCTTCGAA AACCTGGGAT GATGATTTCG 2 640 
TTCGCCAGGT CCCGTCTTTC CAATGGATCA TAGATCAATC CTTAGAAGAC GAGGTGGAGG 2 700 
CTGCTAGCCT TCAGGTGCAG GAGCCGGCAG ACGGAGTTGC CATTGACGGA TCTCTCGCGA 2760 
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GTTTTAAATT 


AGCTATAGCG 


CCCTTGGAGA 


GAGTGCGCTG 


GGGCTCTATT 


TGCGACACCG 


GACCGCTGAT 


TCCTCAAGCT 


GAAATGGCAC 


TCGTGCTCGA 


AGATGAAATT 


GATGACTGGT 


TATCGTTTGC 


CGCCGATGAA 


GATCATGCGA 


ACTGTGAAAT 


TGAGGAAGTT 


CGTGTTACTG 


ATAGGTACAT 


GGGCATTGAT 


GAAGAGTTTC 


TTCAAATCAT 


GAACCCTATT 


GAACATAGGG 


CAGATAACCC 


TGACATCTCT 


ACTGGGCCAA 


CAGAAGCGAC 


CAGTCATTCC 


ATACTGCCAA 


AAGCCCTTGT 


TGAAAATGGT 


GATTATTCCA 


GTGATGTAGA 


CTGGTATAGG 


GACCCCGATA 


GTGCTCAGCG 


AAGAGTTGGT 


ACTCAGAAAG 


CGGACGTTCC 


AGAAATGGGA 


GACGCGATTA 


AGCGCTTTCG 


TAGCACATTC 


CTTAATGTTG 


ATGTCATGAC 


TAAATGTCTT 


GAGTACCATA 


GTGTGAATGT 


GGCAGCAGAG 


ACTGATTTAT 


TAAAACCTGT 


TGTAACTGAC 


ACCCTTCACT 


TTCATAGTAA 


AGGTGTGACT 


AGTAATTTTT 


TATCACTGGC 


CCTGAAATCC 


AGGTTCATTG 


TTAAGAATGT 


CCGCTTGAAT 


AACAGATACT 


AATCTCAGGG 


TGAGCTGCAC 


CTAGAGTTTC 


CAGCGCCGCT 


GACGAATTGG 


TGGTCTGATT 


ATGCCAAGGT 


GGGAATGTCC 


GTTTCCTTCC 


TCGGTAATAC 


TCTTGTCACT 


ATGGCTATGA 


ACTGTGCAAT 


ATTTTCAGGA 


GATGATTCTT 


ATACCGATAT 


GTTTACGTCT 


CTCTTCAATA 


CCTACGTTTG 


TAGTAAGTTT 


CTCGTCGAAA 


ATCCTCTGAG 


AGAGATCCAG 


CGCTTAGCTA 


TCAGAGCACA 


TTTCGTTTCC 


TTCTGTGATC 


AGATGATTAC 


GACGCTCTGT 


CATTTTGTTT 


TTTTCGAGGA 


GGTTAGAGCT 


GCTCTTGCGG 








GTAAGTTCAA 


ACGCACCACG 


GAAGAGCGTA 


AGAATCCAAA 


GTTTCCTGGT 


GTGTTAGACA 


CGGACTGTAG 


TACTAAGGAG 


CTCCCTGTCA 


AGCGTGAGTC 


ACTCAAATTA 


GCTAATGATC 


TCGACGATTA 


CGCTACCGGT 


AGAGGAGGCC 


CCCATTGTGA 


GACTTTTAAG 


CCCTCTGATC 
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TAGGAGGGGT 


ATTCGATCCC 


CCTTTTGACC 


2820 


TCCAACAAAT 


GGTTCAACAG 


TTCACCGATA 


2880 


GGATGTTATA 


TCTTGACATT 


CCGGGCTCTT 


2940 


ATCCCGAGGA 


TACTAGTGAT 


GGTTACGGTG 


3000 


GCGATCTAAA 


ACTCGCCAGT 


GATTCCTCGA 


3060 


GAGATACCCC 


CAAGGAGCTG 


ACCCTTGGAG 


3120 


AGACTACTAA 


TACTGATTAC 


GACATCACTC 


3180 


TTTCGCGTGT 


TATTGATACA 


CACTGCCATC 


3240 


TTTATATGGA 


GAGAGTCAGC 


CTTGCTAGAA 


3300 


CCCATGCTTA 


TTTCGATGAT 


TCGTACCATC 


3360 


TGGACTTTGA 


TAGGATCAGA 


CTTAAGCAAA 


3420 


AATATTTTCA 


ACCAAAAATG 


AATATCGGGA 


3480 


AAGTCTTAAC 


CGCACTCAAA 


AAGCGAAACG 


3540 


ACATGAAGGA 


CACTGCGAAA 


GCTATAGCAA 


3600 


ACGGTGAAGA 


CTGTCTGAGA 


GCTTCTATGG 


3660 


AGAAGTGGGG 


TAAGCACATG 


GACTTGCAAG 


3720 


GTCGGTACCA 


GCATATGCTG 


AAGTCTGACG 


3780 


TGGAACGAGC 


AGTAGCAGCT 


ACTATAACAT 


3840 


CACCCTTTTT 


CACTGCTTGT 


TTCGAGAAGT 


3900 


TGCCTATCGG 


AAAGATATCC 


TCTCTGGAGC 


3960 


TTCTTGAAGC 


GGACCTAAGC 


AAATTTGATA 


4020 


AGAGAGAGAT 


ACTCCTTGCG 


CTGGGCTTTC 


4080 


TTCATCGCGA 


TTCTTATTTA 


TCAGACCCTC 


4140 


AACGCAGAAC 


TGGTGACGCG 


TTTACATATT 


4200 


TTGCATATGC 


CTCTGATCTA 


AGTGACTGTG 


4260 


TAATCATCTC 


TAAAGTTAAG 


CCAGTCCTGG 


4320 


TGGAGATAAA 


AGTCATGGAC 


CCTAGTGTGC 


4380 


CTGAAATGGG 


CAATTTGGTG 


TCTGTACCAG 


4440 


AGCGAAAGAT 


TCTGCGTGAT 


GAACAGATGC 


4500 


GAATGAAGTT 


TATTAATCAA 


CTTGATGAGA 


4560 


ATCTGAAATA 


TGGGAAAGAA AAACCTTGGA 


4620 


CTTTTTCTTT 


ATACTCCGAG 


AATTTCCTGA 


4680 


TCAGAGTTTA 


TCAGATGAGC 


GATCCTGTAT 


4740 


AAACTGATGG 


TGACTGGTTT 


CACAACTGGA 


4800 


AAGTCTACAG 


AACCATTGGA 


ATTTATTCCT 


4860 


AACGGATCGG 


ACGTTTACAT 


GAGGCCCTTG 


4920 


GTAGGACCAC 


ACAACGCTTG 


AAAAAGAAGG 


4980 


TAACGTCAGT 


TGATGCTTTG 


CTCGTGAAGT 


5040 


TGAGATGATC 


GGTTCTATGA 


TATATGAACC 


5100 



15 WARF-100XCD1 

TAAGCTGTGA ACAGCCCTTT GGTTAAGGTT AAAAACTCCT GGTCAGGCAG ACCACTTTGG 5160 
CTAAGTTTAA AAGCTGGGGA TCCTCTAGAG TCCGCAAATC ACCAGTCTCT CTCTACAAAT 5220 
CTATCTCTCT CTATTTTCTC CAGAATAATG TGTGAGTAGT TCCCAGATAA GGGAATTAGG 52 80 
GTTCTTATAG GGTTTCGCTC ATGTGTTGAG CATATAAGAA ACCCTTAGTA TGTATTTGTA 534 0 
TTTGTAAAAT ACTTCTATCA ATAAAATTTC TAATTCCTAA AACCAAAATC CAGTGACCTG 54 00 
CAGGCATGCA AGCTTGCATG CCTGCAGGTC GACTCTAGAG GATCCCCGGG TGGTCAGTCC 54 60 
CTTATGTTAC GTCCTGTAGA AACCCCAACC CGTGAAATCA AAAAACTCGA CGGCCTGTGG 5520 
GCATTCAGTC TGGATCGCGA AAACTGTGGA ATTGATCAGC GTTGGTGGGA AAGCGCGTTA 55 80 
CAAGAAAGCC GGGCAATTGC TGTGCCAGGC AGTTTTAACG ATCAGTTCGC CGATGCAGAT 564 0 
ATTCGTAATT ATGCGGGCAA CGTCTGGTAT CAGCGCGAAG TCTTTATACC GAAAGGTTGG 5700 
GCAGGCCAGC GTATCGTGCT GCGTTTCGAT GCGGTCACTC ATTACGGCAA AGTGTGGGTC 5760 
AATAATCAGG AAGTGATGGA GCATCAGGGC GGCTATACGC CATTTGAAGC CGATGTCACG 5820 
CCGTATGTTA TTGCCGGGAA AAGTGTACAA TTCACTGGCC GTCGTTTTAC AACGTCGTGA 588 0 
CTGGGAAAAC CCTGGCGTTA CCCAACTTAA TCGCCTTGCA GCACATCCCC CTTTCGCCAG 594 0 
CTGGCGTAAT AGCGAAGAGG CCCGCACCGA TCGCCCTTCC CAACAGTTGC GCAGCCTGAA 60 00 
TGGCGAATGN NNNNNNAATT CAGTACATTA AAAACGTCCG CAATGTGTTA TTAAGTTGTC 6060 
TAAGCGTCAA TTTGTTTACA CCACAATATA TCCTGCCACC AGCCAGCCAA CAGCTCCCCG 612 0 
ACCGGCAGCT CGGCACAAAA TCACCACTCG ATACAGGCAG CCCATCAGNN NNNNNNNNNN 6180 
NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN 6240 
NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN 6300 
NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN 6360 
NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN 6420 
NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN 6480 
NNNNNNNNNN NNNNNNNNNN 6500 

<210> 5 
<211> 10100 
<212> DNA 

<213> Brome mosaic virus 
<220> 

<221> unsure 
<222> (307) . . (330) 

<223> 24 nucleotides which are unknown. 
<220> 

<221> unsure 

<222> (1137) . . (1160) 

<223> 24 nucleotides which are unknown. 
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<220> 

<221> unsure 

<222> (9639) . . (9645) 

<223> 7 nucleotides which are unknown. 
<220> 

<221> unsure 

<222> (9798) . . (10100) 

<223> 303 nucleotides which are unknown. 



<400> 5 



AAAPAPTPAT 




bx b vj bu A 


A A CT 1 A PA A TP 


I CjATCATGAG 


CGGAGAATTA 


60 


AGGGAGTPAP 


PtTtatpappp 


b-b-bib.b.br.H. X 




bjV_b.bjx 1 1 I AC 


GTTTGGAACT 


120 






A PP, A PPP APT 
rtb7b7i-iobb..f-lb. X 


b, Lbbbbb 


IllLl bjVjrAbj 1 


1 1AA1GAGCT 


180 


AAGPAPATAP 


PtTPAPtAAAPP 


ATTATTPPPP 


HTTP A. A aapt 

Oil b, Pid\l\t\\J X 


b,bib.b, 1 AAbjbxi 


LAb. lAILAGC 


24 0 


TAG C AAAT AT 


TTPTTGTPAA 


A A ATPPTPPA 


PTP A. PPTTPr* 
b, X \j X X b,b- 


A T A A A ""PTPPr"* 

A 1 1 1LLL 


b, ALbJbxxAlb,b. 


3 00 


AATTAGNNNN 


IN AN AN AN AN IN IN IN IN AN 


IN IN AN IN IN IN In IN IN 1M 


PATPPTTTPP 
bH X b.bi XXX bbi 


P A TP A TTP A A 


P A A P A TV f"» 7V m 

L AAbiA I (jbiA X 


3 60 


TGCACGCAGG 


ttptppggpp 


P.PTTPOPTPP 


APAPPPTATT 


bbibjb X Jt\ 1 bi/-lb. 


1 bibrbjb,AL AAb- 


A O A 


1 L.vjbr 


L, 1 bC 1 L xGAT 


GCCGCCGTGT 


TCCGGCTGTC 


AGCGCAGGGG 


CGCCCGGTTC 


480 


TTTTTGTCAA 


GACCGACCTG 


TCCGGTGCCC 


TGAATGAACT 


GCAGGACGAG 


GCAGCGCGGC 


540 


TATCGTGGCT 


GGCCACGACG 


GGCGTTCCTT 


GCGCAGCTGT 


GCTCGACGTT 


GTCACTGAAG 


600 


CGGGAAGGGA 


CTGGCTGCTA 


TTGGGCGAAG 


TGCCGGGGCA 


GGATCTCCTG 


TCATCTCACC 


660 


TTGCTCCTGC 


CGAGAAAGTA 


TCCATCATGG 


CTGATGCAAT 


GCGGCGGCTG 


CATACGCTTG 


720 


ATCCGGCTAC 


CTGCCCATTC 


GACCACCAAG 


CGAAACATCG 


CATCGAGCGA 


GCACGTACTC 


780 


GGATGGAAGC 


CGGTCTTGTC 


GATCAGGATG 


ATCTGGACGA 


AGAGCATCAG 


GGGCTCGCGC 


840 


CAGCCGAACT 


GTTCGCCAGG 


CTCAAGGCGC 


GCATGCCCGA 


CGGCGATGAT 


CTCGTCGTGA 


900 


CCCATGGCGA 


TGCCTGCTTG 


CCGAATATCA 


TGGTGGAAAA 


TGGCCGCTTT 


TCTGGATTCA 


960 


TCGACTGTGG 


CCGGCTGGGT 


GTGGCGGACC 


GCTATCAGGA 


CATAGCGTTG 


GCTACCCGTG 


1020 


ATATTGCTGA 


AGAGCTTGGC 


GG CGAATGGG 


CTGACCGCTT 


CCTCGTGCTT 


TACGGTATCG 


1080 


CCGCTCCCGA 


TTCGCAGCGC 


ATCGCCTTCT 


ATCGCCTTCT 


TGACGAGTTC 


TTCTGANNNN 


1140 


NNNNNNItfNNN 


NNNNNNNNNN 


GATCGTTCAA 


ACATTTGGCA 


ATAAAGTTTC 


TTAAGATTGA 


1200 


ATCCTGTTGC 


CGGTCTTGCG 


ATGATTATCA 


TATAATTTCT 


GTTGAATTAC 


GTTAAGCATG 


1260 


TAATAATTAA 


CATGTAATGC 


ATGACGTTAT 


TTATGAGATG 


GGTTTTTATG 


ATTAGAGTCC 


1320 


CGCAATTATA 


CATTTAATAC 


GCGATAGAAA 


ACAAAATATA 


GCGCGCAAAC 


TAGGATAAAT 


1380 


TATCGCGCGC 


GGTGTCATCT 


ATGTTACTAG 


ATCGGGCCTC 


CTGTCAATGC 


TGGCGGCGGC 


1440 


TCTGGTGGTG 


GTTCTGGTGG 


CGGCTCTGAG 


GGTGGTGGCT 


CTGAGGGTGG 


CGGTTCTGAG 


1500 


GGTGGCGGCT 


CTGAGGGAGG 


CGGTTCCGGT 


GGTGGCTCTG 


GTTCCGGTGA 


TTTTGATTAT 


1560 
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tv tv tv tv /"» "A m/i/"*! 

GAAAAGATGG 


CAAACGCTAA 


T AAGGG GG L- 1 


7V rp/-» A r*r*t~* TV A A 

A 1 LjAL LGAAA 


A 1 LjL.L>GA 1 LjA 


AAA PPPPPTTv 

AAAL.CjL.LjU i a 




CAGTCTGACG 


/"im TV TV TV /~t r—1 S*1 TV TV 

CTAAAGGCAA 


ACTTGATTCT 


GTCGCTACTG 


A rTACGG I GL 


rp/— i OT 1 A T'Pn7\ rp 

IGL IA1L.GA1 


168 0 


GGTTTCATTG 


GTGACGTTTC 


CGGCCTTGCT 


AATGGTAA1 G 


/-^» rp/~i /~i rp A prpp r-1 

GrGL.lAL.lGG 


rp /^i tv rp rp rp rp /"i /^i rp 

ILjAI I 1 IbL 1 


1 /4U 


GGCTCTAATT 


/■*» tv tv tv m/"'i y"i ^"i 

CCCAAATGGC 


m/""i7\ t\ m /""i /"i m 

TCAAGTCGGT 


/~i t\ /"i rp/"*i tv rp tv 

GACGGTGATA 


ATTCALL 111 


A A rp/^t tv tv rp tv a rp 

AA1GAA1AA1 


*i o a r\ 
loUU 


TTCCGTCAAT 


ATTTACCTTC 


/~i /™i m /"t /~i /~i rn /~i tv tv 

CCTCCCTCAA 


TCGGTTGAAT 


G1LGCLC 111 


TGTCTTTGGC 


I860 


CCAATACGCA 


AACCGCCTCT 


CCCCGCGCGT 


TGGCCGATTC 


tv mm 7V 7v rp/~i f~* a r~i 

ATTAATGCAG 


pmpp /~« tv ririTl O 

CTGGCACGAC 


1920 


AGGTTTCCCG 


ACTGGAAAGC 


GGGCAGTGAG 


/""I /"l /-1TV TV /"t /"» /""I TV TV 

CGCAACGCAA 


mm tv tv m/^m/*»Ti o 

TTAATGTGAG 


mm tv rt/imn tv /"im 

TTAGCTCACT 


1980 


CATTAGGCAC 


^in/iTi y*n tut im 

CCCAGGCTTT 


tv /~i tv /immmn m/~i 

ACACTTTATG 


CTTCCGGCTC 


GTATGTTGTG 


TGGAATTGTG 


2040 


AGCGGATAAC 


tv tv mmm^iTV m\ /"-i 

AATTTCACAC 


TV /~*t TV TV TV /~1 TV /~1 /"I 

AGGAAACAGC 


m tv m/"*! tv /""*/—» tv mr^i 

TATGACCATG 


tv mm tv tv tv 

ATTACGCCAA 


GCTTGCATGC 


2100 


CTGCAGGTCA 


CTGGATTTTG 


GTTTTAGGAA 


TTAGAAATTT 


m tv mm/**! tv m tv tv 

TATTGATAGA 


AGTATTTTAC 


2160 


AAATACAAAT 


ACATACTAAG 


GGTTTCTTAT 


TV my"1 ^im/^ TV TV ^1 TV 

ATGCTCAACA 


/~i tv m /~\ tv TV TV 

CATGAGCGAA 


TV /"I /"I m TV m TV TV 

ACCCTATAAG 


2220 


AACCCTAATT 


CCCTTATCTG 


GGAACTACTC 


tv /"t tv /"i tv mm tv mm 

ACACATTATT 


rn TV TV TV TV TV 

CTGGAGAAAA 


m TV /"I TV /^i TV fi TV y^l TV 

TAGAGAGAGA 


2280 


TAGATTTGTA 


GAGAGAGACT 


GGTGATTTGC 


GGACTCTAGA 


GGATCCCCAG 


CTTTTAAACT 


234 0 


TAGCCAAAGT 


GGTCTGCCTG 


ACCAGGAGTT 


TTTAACCTTA 


TV TV TV TV ^1 /^t 

ACCAAAGGGC 


mnrrunn tv /^i tv nn 

TGTTCACAGC 


2400 


TTAGGTTCAT 


ATATCATAGA 


ACCGATCATC 


TCAGATCAGA 


GGGCTTAAAA 


GTCTCACAAT 


2460 


GGGACTTCAC 


GAGCAAAGCA 


TCAACTGACG 


TTAGGCCTCC 


TCTACCGGTA 


GCGTAATCGT 


2520 


CGACCTTCTT 


TTTCAAGCGT 


TGTGTGGTCC 


TACGATCATT 


tv /xi/^rn-n tv mmmn 

AGCTAATTTG 


tv m/~i tv nmn^ 

AGTGACTCAC 


2580 


GCTCAAGGGC 


CTCATGTAAA 


CGTCCGATCC 


GTTTGACAGG 


GAGCTCCTTA 


m tv nrm\ ^»tv m 

GTACTACAGT 


2640 


CCGAGGAATA 


AATTCCAATG 


GTTCTGTAGA 


CTTTGTCTAA 


CACACCAGGA 


AACTTTGGAT 


2700 


TCTTCCAGTT 


GTGAAACCAG 


TCACCATCAG 


TTTTACGCTC 


TTCCGTGGTG 


CGTTTGAACT 


2760 


TACATACAGG 


ATCGCTCATC 


TGATAAACTC 


TGATGCCTTC 


GGTACAGTAG 


CAATCAGAGA 


2 820 


ACCTCAGGAA 


ATTCTCGGAG 


TATAAAGAAA 


AAGCCGCAAG 


AGCAGCTCTA 


ACCTCCTCGA 


2 880 


AAATCCAAGG 


TTTTTCTTTC 


CCATATTTCA 


GATAAACAAA 


ATGACAGAGC 


GTCGTAATCA 


2 94 0, 


TCTTCTCATC 


AAGTTGATTA 


ATAAACTTCA 


TTCGATCACA 


/-+ -k ^**t /«« TV TV TV ^TJ 

GAAGGAAACG 


tv tv tv m /~t m /~i r~i m /^i 

AAATGTGCTC 


3000 


TGAGCATCTG 


TTCATCACGC 


AGAATCTTTC 


GCTTAGCTAA 


GCGCTGGATC 


m r*i m /*r m /"r tv tv 

TCTCTCAGAG 


3060 


GATCTGGTAC 


TV *—i TV /*TJ TV TV TV TV 

AGACACCAAA 


TTGCCCATTT 


CAGTTTCGAC 


/~i tv /""* tv tv tv /**imm TV 

GAGAAACTTA 


nm 7\ /-I TV TV 7\ /~1 /~i m 

CTACAAACGT 


312 0 


tv y^i /f r*i Ti r*% tv /Trm 

AGGGCACACT 


AGGGTCCATG 


ACTTTTATCT 


/"i/"* tv rpTv mrnn tv tv 

CCATATTGAA 


/™1T\y^«TV/^«TV m 7V 

GAGAGACGTA 


7\ A /~< 7\ rp tv mppp 

AACATATCGG 


318 0 


TATCCAGGAC 


m /-"i /-i /~t m rrnv tv /™irn 

TGGCTTAACT 


mm tv f*\ tv /-% tv m/*( tv 

TTAGAGATGA 


mm tv tv tv /"I Tv tv rr»/^i 

TTAAAGAATC 


7\ rp^irp/^f /^rp/-» tv tv 

ATCTCCTGAA 


7\ 7\ rpTv rprp/~i /~i tv /~» 

AATATTGCAC 


O A /I A 

324 0 


TV /~i m TV tv ^im^r 

AGTCACAGTC 


tv /^i m m TV /"t TV m /"I TV 

ACTTAGATCA 


/™i tv f~\r*r\ tv m tv m/i 

GAGGCATATG 


/"i tv tv rp/^Tv rpTv r~*r> 

CAATCATAGC 


n7im7\ ^"irp/1 tv /-^ tv 

CATAGTGACA 


tv tv /"t rp tv >r " F ' A 

AGAG T ATTAL 


O *3 A A 

33 00 


tv tv tv m tv m ft m 

CGAAATATGT 


TV TV TV /■**/-» /"t/"1 m/"1 TV 

AAACGCGTCA 


CCAGTTCTGC 


prnrn/^/"! tv 7\ /~1 /~i Tv 

GTTGGAAGGA 


A TV /~t/~i /~i 7V 7\ mm 

AACGGACATT 


CL.CACL.TTGG 


O O *T A 


CATGAGGGTC 


m /""i tv m tv tv tv m 7\ 7V 

TGATAAATAA 


tv tv rp f*\/~* tv rp 

GAA1L.GLGA1 


/** A A A A rp/~i TV /"I A 

GAAAA 1 L. AGA 


r*r*i\ r*r~*T\. a rpm/-i 
LLALCAA1 1L 


G 1 L.ALjL.LrLrL.vj 


T A A A 


CTGGAAAGCC 


C AG CG C AAGG 


tv /~i rrn 7V rp/~irp/~irp /-i 

AGTATCTCTC 


rp/^rp/^iTV tv tv pmp 

TCTGAAACTC 


rp A nnTPPT* o o 

I AGCj 1 LjLACjL 


rp tv /"i/*t/*"'irp/-*i tv /-i 

1 L. AL.L.L. 1 LiALj 


O /I O A 


ATTTATCAAA 


TTTGCTTAGG 


TCCGCTTCAA 


OA A 7\ /^i rn 7\ mrirp 

GAAAGTATCT 


rprp tv rprp 7\ 7\ 

bl 1A1 ICAAb 


L.L7LjAL.A1 1L.1 


O C yl A 


TAAGCTCCAG 


AGAGGATATC 


TTTCCGATAG 


GCACAATGAA 


CCTGGATTTC 


AGGGCCAGTG 


3600 


ATAACTTCTC 


GAAACAAGCA 


GTGAAAAAGG 


GTGAAAAATT 


ACTAGTCACA 


CCTTTACTAT 


3660 


GAAATGTTAT 


AGTAGCTGCT 


ACTGCTCGTT 


CCAAGTGAAG 


GGTGTCAGTT 


ACAACAGGTT 


3720 


TTACGTCAGA 


CTTCAGCATA 


TGCTGGTACC 


GACATAAATC 


AGTCTCTGCT 


GCCACATTCA 


3780 


CACCTTGCAA 


GTCCATGTGC 


TTACCCCACT 


TCTTATGGTA 


CTCAAGACAT 


TTAGTCATGA 


3840 


CATCCATAGA 


AGCTCTCAGA 


CAGTCTTCAC 


CGTCAACATT 


AAGGAATGTG 


CTACGAAAGC 


3900 
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GCTTTGCTAT 


AGCTTTCGCA 


GTGTCCTTCA 


TGTTAATCGC 


GTCTCCCATT 


TCTGGAACGT 


3960 


CCGCGTTTCG 


CTTTTTGAGT 


GCGGTTAAGA 


CTTCTTTCTG 


AGTACCAACT 


CTTCGCTGAG 


4020 


CACTCCCGAT 


ATTCATTTTT 


GGTTGAAAAT 


ATTTATCGGG 


GTCCCTATAC 


CAGTCTACAT 


4080 


CACTTTGCTT 


AAGTCTGATC 


CTATCAAAGT 


CCATGGAATA 


ATCACCATTT 


TCAACAAGGG 


4140 


CTTGATGGTA 


CGAATCATCG 


AAATAAGCAT 


GGGTTGGCAG 


TATGGAATGA 


CTGGTCGCTT 


4200 


CTGTTCTAGC 


AAGGCTGACT 


CTCTCCATAT 


AAATTGGCCC 


AGTAGAGATG 


TCAGGGTTAT 


4260 


CTGGATGGCA 


GTGTGTATCA 


ATAACACGCG 


AAACCCTATG 


TTCAATAGGG 


TTCATGATTT 


4320 


GAAGAGTGAT 


GTCGTAATCA 


GTATTAGTAG 


TCTGAAACTC 


TTCATCAATG 


CCCATGTACC 


4380 


TATCTCCAAG 


GGTCAGCTCC 


TTGGGGGTAT 


CTCCAGTAAC 


ACGAACTTCC 


TCAATTTCAC 


4440 


AGTTCGAGGA 


ATCACTGGCG 


AGTTTTAGAT 


CGCTCGCATG 


ATCTTCATCG 


GCGGCAAACG 


4500 


ATACACCGTA 


ACCATCACTA 


GTATCCTCGG 


GATACCAGTC 


ATCAATTTCA 


TCTTCGAGCA 


4560 


CGAAAGAGCC 


CGGAATGTCA 


AGATATAACA 


TCCGTGCCAT 


TTCAGCTTGA 


GGAATCAGCG 


4620 


GTCTATCGGT 


GAACTGTTGA 


ACCATTTGTT 


GGACGGTGTC 


GCAAATAGAG 


CCCCAGCGCA 


4680 


CTCGGTCAAA 


AGGGGGATCG 


AATACCCCTC 


CTATCTCCAA 


GGGCGCTATA 


GCTAATTTAA 


4740 


AACTCGCGAG 


AGATCCGTCA 


ATGGCAACTC 


CGTCTGCCGG 


CTCCTGCACC 


TGAAGGCTAG 


4800 


CAGCCTCCAC 


CTCGTCTTCT 


AAGGATTGAT 


CTATGATCCA 


TTGGAAAGAC 


GGGACCTGGC 


4860 


GAACGAAATC 


ATCATCCCAG 


GTTTTCGAAG 


ACATCTTGGT 


GATAGTAGAA 


AGAACAAGCA 


4920 


CACAACAACA 


ACAAGGTCAG 


ATGTGTGTTG 


CGGGTACCGA 


GCTCGAATTC 


TCGAGGTCCT 


4980 


CTCCAAATGA 


AATGAACTTC 


CTTATATAGA 


GGAAGGGTCT 


TGCGAAGGAT 


AGTGGGATTG 


5040 


TGCGTCATCC 


CTTACGTCAG 


TGGAGATATC 


ACATCAATCC 


ACTTGCTTTG 


AAGACGTGGT 


5100 


TGGAACGTCT 


TCTTTTTCCA 


CGATGTTCCT 


CGTGGGTGGG 


GGTCCATCTT 


TGGGACCACT 


5160 


GTCGGTAGAG 


GCATTCTTGA 


ACGATAGCCT 


TTCCTTTATC 


GCAATGATGG 


CATTTGTAGA 


5220 


AGCCATCTTC 


CTTTTCTACT 


GTCCTTTCGA 


TGAAGTGACA 


GATAGCTGGG 


CAATGGAATC 


5280 


CGAGGAGGTT 


TCCCGATATT 


ACCCTTTGTT 


GAAAAGTCTC 


AATAGCCCTC 


TGGTCTTCTG 


5340 


AGACTGTATC 


TTTGATATTC 


TTGGAGTAGA 


CGAGAGTGTC 


GTGCTCCACC 


ATGTTGACCT 


5400 


GCAGGCAGCA 


AGCTTGCATG 


CCTGCAGGTC 


GACTCTAGAG 


GATCCCCGGT 


CAACATGGTG 


5460 


GAGCACGACA 


CTCTCGTCTA 


CTCCAAGAAT 


ATCAAAGATA 


CAGTCTCAGA 


AGACCAGAGG 


5520 


GCTATTGAGA 


CTTTTCAACA 


AAGGGTAATA 


TCGGGAAACC 


TCCTCGGATT 


CCATTGCCCA 


5580 


GCTATCTGTC 


ACTTCATCGA 


AAGGACAGTA 


GAAAAGGAAG 


ATGGCTTCTA 


CAAATGCCAT 


5640 


CATTGCGATA 


AAGGAAAGGC 


TATCGTTCAA 


GAATGCCTCT 


ACCGACAGTG 


GTCCCAAAGA 


5700 


TGGACCCCCA 


CCCACGAGGA 


ACATCGTGGA 


AAAAGAAGAC 


GTTCCAACCA 


CGTCTTCAAA 


5760 


GCAAGTGGAT 


TGATGTGATA 


TCTCCACTGA 


CGTAAGGGAT 


GACGCACAAT 


CCCACTATCC 


5820 


TTCGCAAGAC 


CCTTCCTCTA 


TATAAGGAAG 


TTCATTTCAT 


TTGGAGAGGA 


CCTCGACCAC 


5880 


GGTTCTGCTA 


CTTGTTCTTT 


GTTTTTCACC 


AACAAAATGT 


CAAGTTCTAT 


CGATTTGCTG 


5940 


AAGTTGATTG 


CTGAGAAGGG 


TGCTGACAGC 


CAGAGTGCCC 


AAGACATCGT 


AGACAATCAG 


6000 


GTTGCGCAAC 


AGTTATCTGC 


GCAGATTGAA 


TACGCGAAAA 


GGTCTAAGAA 


AATCAACGTT 


6060 


CGCAATAAGC 


TCTCTATTGA 


GGAGGCTGAC 


GCCTTCCGTG 


ACCGTTATGG 


TGGTGCCTTT 


6120 


GACTTAAATT 


TGACTCAGCA 


GTATCATGCG 


CCCCATAGCC 


TGGCTGGTGC 


TCTGCGTGTA 


6180 


GCGGAGCATT 


ATGACTGTCT 


CGACAGTTTT 


CCCCCTGAAG 


ACCCCGTTAT 


AGATTTCGGA 


6240 
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/"i f* r> m rn m r> r\ nr» 

GGGTCTTGGT 


GbLATLACl T 


mrpn tv 7v /~t tv tv f%/~* 

TT. L AAGAAGG 


r~\ t\ m t\ tv 7v Tinnp 

G A I AAAAGG Gj 


TGLACAGTTG 


TTGTCCTGTG 


63 00 


TTGGGTGTTA 


GAGACGCTGC 


CCGACATGAG 


/™i tv /"i tv /~t/~t 7v m/'irn 

GAGAGGATGT 


GCCGCATGCG 


7v tv tv 7V 7v mrnn II 1 \/~t 

AAAAATTTTG 


6360 


/*< 7\ TV /""I TV TV TV /""I /"t 

CAAGAAAG CG 


tv rn /~> tv mrpm/~i/~* tv 

ATGATTTCGA 


m/""i tv tv /~i m /"i /~i /-i /~i 

TGAAGTCCCG 


AACTTTTGTC 


mm tv tv /~~\ /-i /r tv /"i/** 

TTAACCGAGC 


TCAAGATTGT 


6420 


l^t TV mi*"tm/"1/"1 TV TV /"I 

GATGTCCAAG 


CTGATTGGGC 


TATCTGTATC 


CACGGCGGTT 


ATGATATGGG 


CTTCCAAGGT 


6480 


CTGTGTGACG 


/"»/"■» tv m/- 1 ! tv mm /~i 

CCATGCATTC 


GCATGGAGTA 


CGCGTACTAC 


GTGGTACCGT 


m tv m mm r^i tv ^* 

TATGTTCGAC 


6540 


GGCGCCATGT 


TGTTTGACCG 


CGAGGGTTTT 


/""imm/'"i/* > */"imm/-i ^—t 

CTTCCCTTGC 


mm tv tv tv mnmmv 

TTAAATGTCA 


CTGGCAACGT 


6600 


GACGGGTCAG 


/""I /"I TV m/~t TV 

GCGCGGATGA 


nrtm/iT. mynv tv tv 

GGTGATCAAA 


TTCGATTTTG 


TV TV Tt TV m^t TV TV TV 

AAAATGAAAG 


tv /** tv mm iv m m 

CACATTATCT 


6660 


TACATCCACG 


^"1 T\ (TI/1 /"I TV TV 7V 

GATGGCAAGA 


TTTGGGCTCA 


TTTTTCACCG 


AGTCGGTGCA 


TTGCATCGAT 


6720 


GGAACCACCT 


ATCTGTTGGA 


GCGCGAAATG 


CTGAAATGTA 


ACATCATGAC 


CTATAAGATC 


6780 


ATCGCTACAA 


ATTTACGCTG 


CCCCCGGGAG 


ACACTACGTC 


ACTGTGTATG 


GTTTGAAGAC 


6840 


ATATCTAAGT 


ACGTAGGGGT 


CTCAATACCT 


GAAGACTGGA 


GTCTCAATCG 


CTGGAAATGT 


6900 


GTGCGCGTCG 


CCAAAACCAC 


AGTGAGAGAG 


GTAGAGGAGA 


TAGCTTTCAG 


ATGTTTCAAG 


6960 


GAAAGTAAAG 


AATGGACTGA 


GAACATGAAA 


GCTGTCGCAT 


CTATCTTATC 


CGCCAAGTCG 


7020 


TCGACTGTTA 


TTATTAACGG 


TCAGGCTATC 


ATGGCTGGTG 


AGCGCTTAGA 


CATTGAAGAT 


7080 


TATCATCTAG 


TGGCCTTTGC 


TTTGACTTTG 


AATCTGTATC 


AAAAGTACGA 


AAAGCTTACG 


7140 


GCCCTCCGCG 


ATGGGATGGA 


ATGGAAAGGT 


TGGTGCCATC 


ACTTCAAAAC 


TAGGTTTTGG 


7200 


TGGGGTGGAG 


ATTCATCCAG 


GGCGAAAGTA 


GGATGGCTGA 


GAACATTGGC 


TAGCAGATTT 


7260 


CCCCTACTAC 


GTCTGGATTC 


TTATGCGGAC 


AGTTTTAAGT 


TTCTGACTCG 


TCTCTCAAAC 


7320 


GTTGAAGAAT 


TTGAGCAAGA 


TTCTGTACCG 


ATATCACGTT 


TGAGAACGTT 


TTGGACTGAA 


7380 


GAGGACTTAT 


TCGACCGGCT 


GGAGCATGAA 


GTGCAGACAG 


CCAAGACCAA 


GCGCTCGAAG 


7440 


AAGAAGGCGA 


AAGTCCCGCC 


AGCTGCTGAG 


ATACCTCAGG 


AGGAGTTTCA 


TGATGCCCCT 


7500 


GAGAGTTCGA 


GCCCTGAGTC 


CGTCAGTGAT 


GACGTTAAAC 


CGGTGACTGA 


TGTGGTCCCG 


7560 


GATGCCGAGG 


TGTCTGTTGA 


GGTACCAACG 


GACCCTCGTG 


GCATATCTAG 


ACACGGAGCC 


7620 


ATGAAGGAAT 


TTGTGCGTTA 


TTGTAAGAGA 


TTACATAACA 


ACTCCGAGTC 


TAATCTTCGT 


7680 


CACCTATGGG 


ACATTTCCGG 


CGGTCGCGGA 


AGTGAGATCG 


CAAATAAGAG 


CATCTTTGAG 


7740 


ACCTACCATC 


GCATAGACGA 


TATGGTGAAT 


GTCCATTTGG 


CCAACGGTAA 


CTGGTTGTAT 


7800 


z^i « m 71 tv t\ tv tv tv m 

CCTAAAAAAT 


TV tv mm TV V-i tv /""I 

ACGATTACAC 


TGTTGGATAT 


AATGAGCATG 


GTTTAGGTCC 


GAAGCACGCA 


7860 


t» m^t tv t\ tv m 

GATGAAACGT 


TV TV 1 1 |i 1 |/"*| I II 1 |/"T TV 

ACATTGTTGA 


TAAAACATGT 


GCATGCTCTA 


ACTTGAGGGA 


CATTGCAGAA 


7920 


GCTAGCGCCA 


AAGTTTCTGT 


CCCTACATGC 


/T 7V nrl TV 1 1 II 1 II I J /"I TV 

GATATTTCCA 


TGGTTGATGG 


AGTTGCGGGA 


7980 


mnnrt/^rmv tv tv tv 

TGCGGTAAAA 


CCACTGCCAT 


TV TV TV TV TV m/"1 r** TV 

AAAAGATGCA 


TTCCGTATGG 


TV /"I TV TV /T m 

GAGAGGACCT 


TV TV If III 1 /*T m/^4 TV /^t 

AATTGTGACG 


8040 


GCGAATCGTA 


AATCGGCCGA 


GGACGTCAGG 


ATGGCTTTAT 


TCCCTGACAC 


TTATAATTCC 


8100 


AAGGTAGCTT 


TGGACGTTGT 


GCGCACCGCG 


GATTCTGCGA 


TCATGCACGG 


TGTACCGTCC 


8160 


TGTCATAGGC 


TGCTTGTTGA 


TGAGGCTGGT 


TTACTACATT 


7v mri/nrn/i ti tv nm 

ATGGTCAACT 


CCTGGTGGTG 


8220 


GCTGCTCTGT 


CTAAATGTTC 


ACAAGTTCTT 


GCCTTTGGGG 


ACACAGAGCA 


GATTTCGTTC 


8280 


AAGTCTCGTG 


ACGCGGGTTT 


TAAATTGCTC 


CACGGTAATC 


TGCAATATGA 


TCGCCGTGAC 


8340 


GTTGTTCACA 


AGACTTACCG 


GTGTCCGCAA 


GATGTTATCG 


CTGCTGTTAA 


TCTGCTGAAG 


8400 


CGTAAATGCG 


GTAATAGGGA 


CACGAAGTAT 


CAATCCTGGA 


CATCTGAGTC 


CAAAGTTTCT 


8460 


AGAAGTCTCA 


CGAAGCGTCG 


TATTACTTCT 


GGTTTGCAGG 


TCACTATTGA 


TCCGAACAGA 


8520 


ACGTATCTTA 


CGATGACTCA 


AGCTGATAAA 


GCGGCCCTTC 


AAACGAGGGC 


TAAGGATTTT 


8580 
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rtVJvjM.^ 1 \J\Jf\ 1 


tp a tpp a p a p 


ATA A A A A PAP 

rt 1 MMMMMv-rtVj 


TAP APP A APP 


PP A A PPP A TP 


Q C A Pi 


tptpttpapa 


A PPTP 2X PTTT 


ppttpppptt 

\J\J 1 1 L-VjV»jk_ 1 1 


A APTPPAPPA 

rtrtvJ 1 UUntLh 


A A TPTP A TTT 
AA 1 or 1 \jPl 111 


PTTTA A APAT 
Lrl 1 IririALnl 


O / uu 




PTTTPPTTPP 


PTTA A P APP A 


PAPA APA APT 


PPTTTP&PTB 
L L 1 1 1 LjALj 1 A 


TTP PTTTA AP 
1 1 LjL. 1 1 1 AAL 


q *7 c n 
o / b U 




ptpptp a ttt 

V- 1 VJO X un 111 


P A TPTTT A AT 1 
un 1L1 1 1 rtrt 1 


TPTPTTA APT 1 
1 \j 1 \J 1 1 Art la 1 


P ATPPPPTTP 
LxAl LjLLjL 1 ILr 


TPTPTPTPTP 
lLlLlL7lolLr 


oozU 




TPnapaaTTP 

ILuAuAAl 1L 


P APPTPPPTA 
uHbL 1 LvjLj 1 A 


LLLLjLjLjLjAIL 


PTPTAPAPTP 

L 1 L 1 Ava ALj 1 L 


PPPA A A TP A P 

LLrLAAA 1 LAL 


QQQA 

o o o U 




PTapaaaTPT 

L 1 AL AAA 1 L 1 


A TPTPTPTPT 
A1L1L1L1L1 


A TTTTPTPP A 
Al 1 1 1L1LLA 


PAA T A A TPTP 

Lr AA 1 AA 1 Lr 1 Ly 


tp aptapttp 
1 LjALj 1 ALt 1 1 l 


D Q A n 


V_ L AVott, 1 HHuu 


P.A ATTBPPPT 


TPTTATAPPP 
1 L 1 1 Al ALjLtLj 


TTTPPPTPA T 
111 LLrL 1 LA 1 


PTPTTP APPA 

Lj 1 Lr 1 1 LtALjLA 


TATAAPAAAP 

1 A 1 AALj AAAL 


y uuu 




rp 7\ rprrtrn/~trrt tv mrp 
ini 1 luirtl 1 


TPTAA A ATAP 


TTPTATPA AT 1 
1 1 L 1 A 1 L AA 1 


AAA A TTTPT A 
AAAA1 1 I L 1A 


ATTPPTA A A A 
Al ILL 1AAAA 


y uo u 




ptp apppppt 

Lj 1 LjALLLjvjLj 1 


p /-i rp /i a /-i rp p ft p 

vjLr 1 LALj 1 LLL 


rprp a ' T 'P 1 1 f"l 1 A PP 

1 IAILjI IALLj 


TPPTPTAP A A 

ILL ILj i ALjAA 


a nr*r^r*T\. a ppp 
ALLLLAALLL 


y iz u 


PTP A A A TfS A 


A A A A ptpp a p 
AAAAL 1 LVjAL 


P P P H TP T P P P 
boLt lul LjLjLj 


P7\ TTPAPfTPT 

LA 1 1 L ALr 1 L 1 


ppi\ Ti/-i/-i/-i/"i A 7\ 

LjLjA 1 LLrLLrAA 


A A prpPfFPP A A 

AAL 1 Lr 1 LjLjAA 


y lot) 


1 ILjAILAoLLj 


TTPPTPPP A A 
1 1 LrLr 1 VJjVj70/\/\ 


APPPPPTTAP 
ALjLLjLLjI 1AL 


AAPAA APP /-ipt 

AALj AAALj L L Lr 


PPPA A i I'll | i/i /irp 

LjLjLAAI ILjLI 


Lj 1 LjLLALjLjLA 


yz4 o 


ulli IAALvjA 


TPaPTTPPPP 
ILALjI ICvaL-L. 


PATPPAPATA 
LjA 1 LjL ALjA 1 A 


TTPPTA A TT 1 A 

1 1 LLjIAAI 1A 


1 LjLLrLrLrLAAL 


pmprpppm7\ rppi 

LjILILjLjIAIL 


QO Aft 

y j u u 


ALjLLjLLjAALj I 


PTTTATAPPP 

L 1 1 1 A 1 AL LLi 


A A APPTHTPPP 

AAALjLj 1 1 LjLjLj 


LALjLjLLALjLLj 


TATCGTGCTG 


CGTTTCGATG 


9360 


LLjLj 1 LAL 1 tA 


TTAPPPPA A A 

1 IALLjLjLAAA 


PTPTPPPTPA 
Lj 1 Lj 1 LjLjLj 1 LA 


A T 1 A A TPAPP 7\ 

A 1 AA 1 L ALjLjA 


ALr 1 LjA 1 LjLjALj 


CATCAGGGCG 


942 0 


PPTATAPPPP 
L»L 1 Al ALLjLL 


Al 1 lLrAALrLL 


LjA 1 Lj 1 LALLrL 


f~^/~i rp 7\ rp/"i rprp ~7\ rp 

LLj 1 AlLrl 1 Al 


iLjLCGGGAAA 


A/~«rn/-irp7\/^i7\ 7\rn 

AGTGTACAAT 


94 80 


a p t p pp p p 
1 LAt 1 LjLjLLLj 


rp /"* rp rp rp rp 7\ 7\ 

ILLrl 1 1 1ALA 


ALLr 1 LLj 1 LjAL 


1 LjLjLjAAAALL 


pmppppmm7\ r*i 

CTGGCGTTAC 


CCAACTTAAT 


954 0 


LLjLL 1 1 LjLALj 


LALA1LLLLL 


rpmmppppT\pp 

111 LLjLLALjL 


mpppprpiv 7\ rp7v 

ILjLjLLjIAAIA 


GCGAAGAGGC 


CCGCACCGAT 


9600 


LlaLLL 1 1 LLL 


A APAPTTPPP 

AALALj 1 1 LjLLj 


L ALjL L 1 Lr AA 1 


LjLjLLjAA 1 LjJMN 


NNJMNJMAATTL 


AGTALATTAA 


9660 


AAALb i LLLrL 


AAiLi lLrl 1A1 


rpA A P r P r PP r rP r r 

1 AALj 1 1 Lr 1 L 1 


A A PPPTPA A T 

AALjLLj 1 L AA 1 


TTGTTTACAC 


/"*• A /** A A rp A rpA rp 

LACAATATAT 


972 0 


LL loLLALLA 


kj L L Ala L L AAL 


ALjL 1 L L L LLrA 


fir*r*r*r*i\ p , p ,r P/^ 
LLLjLjLALjL 1 L 


PPPAPA AAA rp 

LjLtLALAAAA 1 


CACCACTCGA 


978 0 


TACAGGCAGC 


C CAT C AGNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


9840 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


9900 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


9960 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


10020 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


10080 


NNNNNNNNNN 


NNNNNNNNNN 










10100 



<210> 6 
<211> 10240 
<212> DNA 

<213> Brome mosaic virus 
<220> 

<221> unsure 
<222> (307) . . (330) 

<223> 24 nucleotides which are unknown. 
<220> 

<221> unsure 
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<222> (1137) . . (1160) 

<223> 24 nucleotides which are unknown. 
<220> 

<221> unsure 

<222> (9639) . . (9645) 

<223> 7 nucleotides which are unknown. 
<220> 

<221> unsure 

<222> (9798) . . (10240) 

<223> 443 nucleotides which are unknown. 



<400> 6 






AAACACTGAT 


AGTTTAAACT 


GAAGGCGGGA 


AGGGAGTCAC 


GTTATGACCC 


CCGCCGATGA 


GACAGAACCG 


CAACGATTGA 


AGGAGCCACT 


AAGCACATAC 


GTCAGAAACC 


ATTATTGCGC 


TAGCAAATAT 


TTCTTGTCAA 


AAATGCTCCA 


AATTAGNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


TGCACGCAGG 


TTCTCCGGCC 


GCTTGGGTGG 


AGACAATCGG 


CTGCTCTGAT 


GCCGCCGTGT 


TTTTTGTCAA 


GACCGACCTG 


TCCGGTGCCC 


TATCGTGGCT 


GGCCACGACG 


GGCGTTCCTT 


CGGGAAGGGA 


CTGGCTGCTA 


TTGGGCGAAG 


TTGCTCCTGC 


CGAGAAAGTA 


TCCATCATGG 


ATCCGGCTAC 


CTGCCCATTC 


GACCACCAAG 


GGATGGAAGC 


CGGTCTTGTC 


GATCAGGATG 


CAGCCGAACT 


GTTCGCCAGG 


CTCAAGGCGC 


CCCATGGCGA 


TGCCTGCTTG 


CCGAATATCA 


TCGACTGTGG 


CCGGCTGGGT 


GTGGCGGACC 


ATATTGCTGA 


AGAGCTTGGC 


GGCGAATGGG 


CCGCTCCCGA 


TTCGCAGCGC 


ATCGCCTTCT 


NNNNNNNNNN 


NNNNNNNNNN 


GATCGTTCAA 


ATCCTGTTGC 


CGGTCTTGCG 


ATGATTATCA 


TAATAATTAA 


CATGTAATGC 


ATGACGTTAT 


CGCAATTATA 


CATTTAATAC 


GCGATAGAAA 



AACGACAATC 


TGATCATGAG 


CGGAGAATTA 


60 


CGCGGGACAA 


GCCGTTTTAC 


GTTTGGAACT 


120 


CAGCCGCGGG 


TTTCTGGAGT 


TTAATGAGCT 


180 


GTTCAAAAGT 


CGCCTAAGGT 


CACTATCAGC 


240 


CTGACGTTCC 


ATAAATTCCC 


CTCGGTATCC 


300 


GATCGTTTCG 


CATGATTGAA 


CAAGATGGAT 


360 


AGAGGCTATT 


CGGCTATGAC 


TGGGCACAAC 


420 


TCCGGCTGTC 


AGCGCAGGGG 


CGCCCGGTTC 


480 


TGAATGAACT 


GCAGGACGAG 


GCAGCGCGGC 


540 


GCGCAGCTGT 


GCTCGACGTT 


GTCACTGAAG 


600 


TGCCGGGGCA 


GGATCTCCTG 


TCATCTCACC 


660 


CTGATGCAAT 


GCGGCGGCTG 


CATACGCTTG 


720 


CGAAACATCG 


CATCGAGCGA 


GCACGTACTC 


780 


ATCTGGACGA 


AGAGCATCAG 


GGGCTCGCGC 


840 


GCATGCCCGA 


CGGCGATGAT 


CTCGTCGTGA 


900 


TGGTGGAAAA 


TGGCCGCTTT 


TCTGGATTCA 


960 


GCTATCAGGA 


CATAGCGTTG 


GCTACCCGTG 


1020 


CTGACCGCTT 


CCTCGTGCTT 


TACGGTATCG 


1080 


ATCGCCTTCT 


TGACGAGTTC 


TTCTGANNNN 


1140 


ACATTTGGCA 


ATAAAGTTTC 


TTAAGATTGA 


1200 


TATAATTTCT 


GTTGAATTAC 


GTTAAGCATG 


1260 


TTATGAGATG 


GGTTTTTATG 


ATTAGAGTCC 


1320 


ACAAAATATA 


GCGCGCAAAC 


TAGGATAAAT 


1380 
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TATCGCGCGC GGTGTCATCT ATGTTACTAG ATCGGGCCTC CTGTCAATGC TGGCGGCGGC 144 0 
TCTGGTGGTG GTTCTGGTGG CGGCTCTGAG GGTGGTGGCT CTGAGGGTGG CGGTTCTGAG 1500 
GGTGGCGGCT CTGAGGGAGG CGGTTCCGGT GGTGGCTCTG GTTCCGGTGA TTTTGATTAT 15 60 
GAAAAGATGG CAAACGCTAA TAAGGGGGCT ATGACCGAAA ATGCCGATGA AAACGCGCTA 1620 
CAGTCTGACG CTAAAGGCAA ACTTGATTCT GTCGCTACTG ATTACGGTGC TGCTATCGAT 168 0 
GGTTTCATTG GTGACGTTTC CGGCCTTGCT AATGGTAATG GTGCTACTGG TGATTTTGCT 174 0 
GGCTCTAATT CCCAAATGGC TCAAGTCGGT GACGGTGATA ATTCACCTTT AATGAATAAT 18 00 
TTCCGTCAAT ATTTACCTTC CCTCCCTCAA TCGGTTGAAT GTCGCCCTTT TGTCTTTGGC 1860 
CCAATACGCA AACCGCCTCT CCCCGCGCGT TGGCCGATTC ATTAATGCAG CTGGCACGAC 192 0 
AGGTTTCCCG ACTGGAAAGC GGGCAGTGAG CGCAACGCAA TTAATGTGAG TTAGCTCACT 198 0 
CATTAGGCAC CCCAGGCTTT ACACTTTATG CTTCCGGCTC GTATGTTGTG TGGAATTGTG 2 04 0 
AGCGGATAAC AATTTCACAC AGGAAACAGC TATGACCATG ATTACGCCAA GCTTGCATGC 2100 
CTGCAGGTCA CTGGATTTTG GTTTTAGGAA TTAGAAATTT TATTGATAGA AGTATTTTAC 2160 
AAATACAAAT ACATACTAAG GGTTTCTTAT ATGCTCAACA CATGAGCGAA ACCCTATAAG 2220 
AACCCTAATT CCCTTATCTG GGAACTACTC ACACATTATT CTGGAGAAAA TAGAGAGAGA 22 80 
TAGATTTGTA GAGAGAGACT GGTGATTTGC GGACTCTAGA GGATCCCCAG CTTTTAAACT 2340 
TAGCCAAAGT GGTCTGCCTG ACCAGGAGTT TTTAACCTTA ACCAAAGGGC TGTTCACAGC 2400 
TTAGGTTCAT ATATCATAGA ACCGATCATC TCAGATCAGA GGGCTTAAAA GTCTCACAAT 2460 
GGGACTTCAC GAGCAAAGCA TCAACTGACG TTAGGCCTCC TCTACCGGTA GCGTAATCGT 2 520 
CGACCTTCTT TTTCAAGCGT TGTGTGGTCC TACGATCATT AGCTAATTTG AGTGACTCAC 2580 
GCTCAAGGGC CTCATGTAAA CGTCCGATCC GTTTGACAGG GAGCTCCTTA GTACTACAGT 264 0 
CCGAGGAATA AATTCCAATG GTTCTGTAGA CTTTGTCTAA CACACCAGGA AACTTTGGAT 2 700 
TCTTCCAGTT GTGAAACCAG TCACCATCAG TTTTACGCTC TTCCGTGGTG CGTTTGAACT 2760 
TACATACAGG ATCGCTCATC TGATAAACTC TGATGCCTTC GGTACAGTAG CAATCAGAGA 2820 
ACCTCAGGAA ATTCTCGGAG TATAAAGAAA AAGCCGCAAG AGCAGCTCTA ACCTCCTCGA 2880 
AAATCCAAGG TTTTTCTTTC CCATATTTCA GATAAACAAA ATGACAGAGC GTCGTAATCA 294 0 
TCTTCTCATC AAGTTGATTA ATAAACTTCA TTCGATCACA GAAGGAAACG AAATGTGCTC 3000 
TGAGCATCTG TTCATCACGC AGAATCTTTC GCTTAGCTAA GCGCTGGATC TCTCTCAGAG 3 060 
GATCTGGTAC AGACACCAAA TTGCCCATTT CAGTTTCGAC GAGAAACTTA CTACAAACGT 312 0 
AGGGCACACT AGGGTCCATG ACTTTTATCT CCATATTGAA GAGAGACGTA AACATATCGG 318 0 
TATCCAGGAC TGGCTTAACT TTAGAGATGA TTAAAGAATC ATCTCCTGAA AATATTGCAC 324 0 
AGTCACAGTC ACTTAGATCA GAGGCATATG CAATCATAGC CATAGTGACA AGAGTATTAC 33 00 
CGAAATATGT AAACGCGTCA CCAGTTCTGC GTTGGAAGGA AACGGACATT CCCACCTTGG 3360 
CATGAGGGTC TGATAAATAA GAATCGCGAT GAAAATCAGA CCACCAATTC GTCAGCGGCG 342 0 
CTGGAAAGCC CAGCGCAAGG AGTATCTCTC TCTGAAACTC TAGGTGCAGC TCACCCTGAG 34 80 
ATTTATCAAA TTTGCTTAGG TCCGCTTCAA GAAAGTATCT GTTATTCAAG CGGACATTCT 354 0 
TAAGCTCCAG AGAGGATATC TTTCCGATAG GCACAATGAA CCTGGATTTC AGGGCCAGTG 3600 
ATAACTTCTC GAAACAAGCA GTGAAAAAGG GTGAAAAATT ACTAGTCACA CCTTTACTAT 3660 
GAAATGTTAT AGTAGCTGCT ACTGCTCGTT CCAAGTGAAG GGTGTCAGTT ACAACAGGTT 3 72 0 
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TTACGTCAGA CTTCAGCATA TGCTGGTACC GACATAAATC AGTCTCTGCT GCCACATTCA 3 780 
CACCTTGCAA GTCCATGTGC TTACCCCACT TCTTATGGTA CTCAAGACAT TTAGTCATGA 3 84 0 
CATCCATAGA AGCTCTCAGA CAGTCTTCAC CGTCAACATT AAGGAATGTG CTACGAAAGC 3 900 
GCTTTGCTAT AGCTTTCGCA GTGTCCTTCA TGTTAATCGC GTCTCCCATT TCTGGAACGT 3 960 
CCGCGTTTCG CTTTTTGAGT GCGGTTAAGA CTTCTTTCTG AGTACCAACT CTTCGCTGAG 4 02 0 
CACTCCCGAT ATTCATTTTT GGTTGAAAAT ATTTATCGGG GTCCCTATAC CAGTCTACAT 4 080 
CACTTTGCTT AAGTCTGATC CTATCAAAGT CCATGGAATA ATCACCATTT TCAACAAGGG 414 0 
CTTGATGGTA CGAATCATCG AAATAAGCAT GGGTTGGCAG TATGGAATGA CTGGTCGCTT 42 00 
CTGTTCTAGC AAGGCTGACT CTCTCCATAT AAATTGGCCC AGTAGAGATG TCAGGGTTAT 42 60 
CTGGATGGCA GTGTGTATCA ATAACACGCG AAACCCTATG TTCAATAGGG TTCATGATTT 4320 
GAAGAGTGAT GTCGTAATCA GTATTAGTAG TCTGAAACTC TTCATCAATG CCCATGTACC 4 3 80 
TATCTCCAAG GGTCAGCTCC TTGGGGGTAT CTCCAGTAAC ACGAACTTCC TCAATTTCAC 444 0 
AGTTCGAGGA ATCACTGGCG AGTTTTAGAT CGCTCGCATG ATCTTCATCG GCGGCAAACG 4 500 
ATACACCGTA ACCATCACTA GTATCCTCGG GATACCAGTC ATCAATTTCA TCTTCGAGCA 4560 
CGAAAGAGCC CGGAATGTCA AGATATAACA TCCGTGCCAT TTCAGCTTGA GGAATCAGCG 4 62 0 
GTCTATCGGT GAACTGTTGA ACCATTTGTT GGACGGTGTC GCAAATAGAG CCCCAGCGCA 4 680 
CTCGGTCAAA AGGGGGATCG AATACCCCTC CTATCTCCAA GGGCGCTATA GCTAATTTAA 4 74 0 
AACTCGCGAG AGATCCGTCA ATGGCAACTC CGTCTGCCGG CTCCTGCACC TGAAGGCTAG 4 800 
CAGCCTCCAC CTCGTCTTCT AAGGATTGAT CTATGATCCA TTGGAAAGAC GGGACCTGGC 4 860 
GAACGAAATC ATCATCCCAG GTTTTCGAAG ACATCTTGGT GATAGTAGAA AGAACAAGCA 4 920 
CACAACAACA ACAAGGTCAG ATGTGTGTTG CGGGTACCGA GCTCGAATTC TCGAGGTCCT 4 980 
CTCCAAATGA AATGAACTTC CTTATATAGA GGAAGGGTCT TGCGAAGGAT AGTGGGATTG 504 0 
TGCGTCATCC CTTACGTCAG TGGAGATATC ACATCAATCC ACTTGCTTTG AAGACGTGGT 5100 
TGGAACGTCT TCTTTTTCCA CGATGTTCCT CGTGGGTGGG GGTCCATCTT TGGGACCACT 5160 
GTCGGTAGAG GCATTCTTGA ACGATAGCCT TTCCTTTATC GCAATGATGG CATTTGTAGA 5220 
AGCCATCTTC CTTTTCTACT GTCCTTTCGA TGAAGTGACA GATAGCTGGG CAATGGAATC 52 80 
CGAGGAGGTT TCCCGATATT ACCCTTTGTT GAAAAGTCTC AATAGCCCTC TGGTCTTCTG 534 0 
AGACTGTATC TTTGATATTC TTGGAGTAGA CGAGAGTGTC GTGCTCCACC ATGTTGACCT 54 00 
GCAGGCAGCA AGCTTGCATG CCTGCAGGTC GACTCTAGAG GATCCCCGGT CACTGGATTT 5460 
TGGTTTTAGG AATTAGAAAT TTTATTGATA GAAGTATTTT ACAAATACAA ATACATACTA 552 0 
AGGGTTTCTT ATATGCTCAA CACATGAGCG AAACCCTATA AGAACCCTAA TTCCCTTATC 55 80 
TGGGAACTAC TCACACATTA TTCTGGAGAA AATAGAGAGA GATAGATTTG TAGAGAGAGA 564 0 
CTGGTGATTT GCGGACTCTA GAGGATCCCC GGGTACCGAG CTCGAATTCT CGAGCAGAGG 57 00 
TCTCACACAG AGACAAGCGC ATCACTTAAC ACAATTAAAG ATCAAATCAC CAGCGAGCTC 5760 
GCCGTTAAAG CAATACTCAA AGGACTTCTT GTGTCGTGTT AAGGCAACCA AACAGTACTC 5820 
CTCATGTTTA AACAAATCAC ATTTGGTCGA CTTAAGCCGA ACCAAAGTGA CGTTGTCAAC 58 8 0 
AGAGATCCCT TGCGCTTCGT GTACTGTTTT TATGTGTCCA TCAATCCAGT CCTTGCTCAC 5940 
GGGAAAATCC TTAGCCCTCG TTTGAAGGGC CGCTTTATCA GCTTGAGTCA TCGTAAGATA 6000 
CGTTCTGTTC GGATCAATAG TGACCTGCAA ACCAGAAGTA ATACGACGCT TCGTGAGACT 6060 
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TCTAGAAACT 


TTGGACTCAG 


ATGTCCAGGA 


TTGATACTTC 


GTGTCCCTAT 


TACCGCATTT 


6120 


ACGCTTCAGC 


AGATTAACAG 


CAGCGATAAC 


ATCTTGCGGA 


CACCGGTAAG 


TCTTGTGAAC 


6180 


AACGTCACGG 


CGATCATATT 


GCAGATTACC 


GTGGAGCAAT 


TTAAAACCCG 


CGTCACGAGA 


6240 


CTTGAACGAA 


ATCTGCTCTG 


TGTCCCCAAA 


GGCAAGAACT 


TGTGAACATT 


TAGACAGAGC 


6300 


AGCCACCACC 


AGGAGTTGAC 


CATAATGTAG 


TAAACCAGCC 


TCATCAACAA 


GCAGCCTATG 


6360 


ACAGGACGGT 


ACACCGTGCA 


TGATCGCAGA 


ATCCGCGGTG 


CGCACAACGT 


CCAAAGCTAC 


6420 


CTTGGAATTA 


TAAGTGTCAG 


GGAATAAAGC 


CATCCTGACG 


TCCTCGGCCG 


ATTTACGATT 


6480 


CGCCGTCACA 


ATTAGGTCCT 


CTCCCATACG 


GAATGCATCT 


TTTATGGCAG 


TGGTTTTACC 


6540 


GCATCCCGCA 


ACTCCATCAA 


CCATGGAAAT 


ATCGCATGTA 


GGGACAGAAA 


CTTTGGCGCT 


6600 


AGCTTCTGCA 


ATGTCCCTCA 


AGTTAGAGCA 


TGCACATGTT 


TTATCAACAA 


TGTACGTTTC 


6660 


ATCTGCGTGC 


TTCGGACCTA 


AACCATGCTC 


ATTATATCCA 


ACAGTGTAAT 


CGTATTTTTT 


6720 


AGGATACAAC 


CAGTTACCGT 


TGGCCAAATG 


GACATTCACC 


ATATCGTCTA 


TGCGATGGTA 


6780 


GGTCTCAAAG 


ATGCTCTTAT 


TTGCGATCTC 


ACTTCCGCGA 


CCGCCGGAAA 


TGTCCCATAG 


6840 


GTGACGAAGA 


TTAGACTCGG 


AGTTGTTATG 


TAATCTCTTA 


CAATAACGCA 


CAAATTCCTT 


6900 


CATGGCTCCG 


TGTCTAGATA 


TGCCACGAGG 


GTCCGTTGGT 


ACCTCAACAG 


ACACCTCGGC 


6960 


ATCCGGGACC 


ACATCAGTCA 


CCGGTTTAAC 


GTCATCACTG 


ACGGACTCAG 


GGCTCGAACT 


7020 


CTCAGGGGCA 


TCATGAAACT 


CCTCCTGAGG 


TATCTCAGCA 


GCTGGCGGGA 


CTTTCGCCTT 


7080 


CTTCTTCGAG 


CGCTTGGTCT 


TGGCTGTCTG 


CACTTCATGC 


TCCAGCCGGT 


CGAATAAGTC 


7140 


CTCTTCAGTC 


CAAAACGTTC 


TCAAACGTGA 


TATCGGTACA 


GAATCTTGCT 


CAAATTCTTC 


7200 


AACGTTTGAG 


AGACGAGTCA 


GAAACTTAAA 


ACTGTCCGCA 


TAAGAATCCA 


GACGTAGTAG 


7260 


GGGAAATCTG 


CTAGCCAATG 


TTCTCAGCCA 


TCCTACTTTC 


GCCCTGGATG 


AATCTCCACC 


7320 


CCACCAAAAC 


CTAGTTTTGA 


AGTGATGGCA 


CCAACCTTTC 


CATTCCATCC 


CATCGCGGAG 


7380 


GGCCGTAAGC 


TTTTCGTACT 


TTTGATACAG 


ATTCAAAGTC 


AAAGCAAAGG 


CCACTAGATG 


7440 


ATAATCTTCA 


ATGTCTAAGC 


GCTCACCAGC 


CATGATAGCC 


TGACCGTTAA 


TAATAACAGT 


7500 


CGACGACTTG 


GCGGATAAGA 


TAGATGCGAC 


AGCTTTCATG 


TTCTCAGTCC 


ATTCTTTACT 


7560 


TTCCTTGAAA 


CATCTGAAAG 


CTATCTCCTC 


TACCTCTCTC 


ACTGTGGTTT 


TGGCGACGCG 


7620 


CACACATTTC 


CAGCGATTGA 


GACTCCAGTC 


TTCAGGTATT 


GAGACCCCTA 


CGTACTTAGA 


7680 


TATGTCTTCA 


AACCATACAC 


AGTGACGTAG 


TGTCTCCCGG 


GGGCAGCGTA 


AATTTGTAGC 


7740 


GATGATCTTA 


TAGGTCATGA 


TGTTACATTT 


CAGCATTTCG 


CGCTCCAACA 


GATAGGTGGT 


7800 


TCCATCGATG 


CAATGCACCG 


ACTCGGTGAA 


AAATGAGCCC 


AAATCTTGCC 


ATCCGTGGAT 


7860 


GTAAGATAAT 


GTGCTTTCAT 


TTTCAAAATC 


GAATTTGATC 


ACCTCATCCG 


CGCCTGACCC 


7920 


GTCACGTTGC 


CAGTGACATT 


TAAGCAAGGG 


AAGAAAACCC 


TCGCGGTCAA 


ACAACATGGC 


7980 


GCCGTCGAAC 


ATAACGGTAC 


CACGTAGTAC 


GCGTACTCCA 


TGCGAATGCA 


TGGCGTCACA 


8040 


CAGACCTTGG 


AAGCCCATAT 


CATAACCGCC 


GTGGATACAG 


ATAGCCCAAT 


CAGCTTGGAC 


8100 


ATCACAATCT 


TGAGCTCGGT 


TAAGACAAAA 


GTTCGGGACT 


TCATCGAAAT 


CATCGCTTTC 


8160 


TTGCAAAATT 


TTTCGCATGC 


GGCACATCCT 


CTCCTCATGT 


CGGGCAGCGT 


CTCTAACACC 


8220 


CAACACAGGA 


CAACAACTGT 


GCACCCTTTT 


ATCCCTTCTT 


GAAAAGTGAT 


GCCACCAAGA 


8280 


CCCTCCGAAA 


TCTATAACGG 


GGTCTTCAGG 


GGGAAAACTG 


TCGAGACAGT 


CATAATGCTC 


8340 


CGCTACACGC 


AGAGCACCAG 


CCAGGCTATG 


GGGCGCATGA 


TACTGCTGAG 


TCAAATTTAA 


8400 
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GTCAAAGGCA CCACCATAAC GGTCACGGAA 
GCGAACGTTG ATTTTCTTAG ACCTTTTCGC 
AACCTGATTG TCTACGATGT CTTGGGCACT 
CTTCAGCAAA TCGATAGAAC TTGACATTTT 
ACCGTGGTCG AGGTCCTCTC CAAATGAAAT 
GAAGGATAGT GGGATTGTGC GTCATCCCTT 
TGCTTTGAAG ACGTGGTTGG AACGTCTTCT 
CCATCTTTGG GACCACTGTC GGTAGAGGCA 
ATGATGGCAT TTGTAGAAGC CATCTTCCTT 
AGCTGGGCAA TGGAATCCGA GGAGGTTTCC 
AGCCCTCTGG TCTTCTGAGA CTGTATCTTT 
CTCCACCATG TTGACCGGGT GGTCAGTCCC 
GTGAAATCAA AAAACTCGAC GGCCTGTGGG 
TTGATCAGCG TTGGTGGGAA AGCGCGTTAC 
GTTTTAACGA TCAGTTCGCC GATGCAGATA 
AGCGCGAAGT CTTTATACCG AAAGGTTGGG 
CGGTCACTCA TTACGGCAAA GTGTGGGTCA 
GCTATACGCC ATTTGAAGCC GATGTCACGC 
TCACTGGCCG TCGTTTTACA ACGTCGTGAC 
CGCCTTGCAG CACATCCCCC TTTCGCCAGC 
CGCCCTTCCC AACAGTTGCG CAGCCTGAAT 
AAACGTCCGC AATGTGTTAT TAAGTTGTCT 
CCTGCCACCA GCCAGCCAAC AGCTCCCCGA 
TACAGGCAGC CCATCAGNNN NNNNNNNNNN 
NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN 
NNNNNNNNNN NNNITOTsnNTNNN NNNNNNNNNN 
NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN 
NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN 
NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN 
NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN 
NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN 
<210> 7 
<211> 10272 
<212> DNA 

<213> Brome mosaic virus 
<220> 

<221> unsure 
<222> (307) . . (330) 
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1 L.L. 1 L.AA1 ALj 


AP APPTTATT 
AvjALjL. 1 1 A 1 1 


q a a c\ 


PTATTPB ATT 1 


TPPPPTyfATA 

1 LjL.LjL.ALiA I A 


AL. 1 Lr 1 1 LjLLjL. 


O C O C\ 


L. 1 LjLjL 1 Lr 1 LA 


LjL.AL.L.L.1 1L 1 


PAPPA ATPA A 

L.ALtL.AA 1 LAA 


O C O A 

oboU 


PTTPPTP AAA 
bl 1 b(j 1 vjAAA 


AAP^AAAHAAP 1 
AAL. AAALj AAL 


AAPTAPPAPA 
AALi 1 ALjL. ALjA 


0 /* a n 


r* a a r ,r v r vr , r ,r r r P 
LjAAL. 1 1 L.L. 1 I 


A 1 A 1 ALjALjLjA 


ALjLxLiIL. 1 ILjL. 


q 1 n r» 
0 /UU 


AL.Lr i LALj 1 LjLj 


7\ r 1 7\ T A T 1 /^ 1 APA 

ALjA 1 A 1 LAL. A 


rp pi tv T\ rnpipiTV /-irp 

1LAA1L.LAL.1 


0 n c e\ 
0 /bU 


rpmmrppip-i 7\ r~\(-* TV 

1 1 1 i LLALLjA 


rp /~i rp^i rp rp 

ILjI 1L.L-1L.Lj1 


LjLtLj 1 LjLjLjLjLj 1 


oozU 


1 1L1 I LtAAL-Lj 


ATAPPPTTTP 

AIALjL-L.1 1 IL 


/^irprprp TV rpppi p*i TV 

L. 1 1 1 A1L.GL.A 


0 O O C\ 

000U 


J /"l rp 7\ rp /I rp /~% 

1 1L.1AL.1Lj1L, 


pmrnmpp TV rppi 71 

till L-LtA 1 LrA 


tv /-1 rppi tv p"i tv /"I Tv rp 

ALj 1 LjAL. ALjA 1 




f~l/~t 7V T 1 7V T"""P 7\ f*f~* 

L.GA1A1 1AL.L. 


CTTTGTTGAA 


TV T\/-irp/-irp/-«Tv TV rp 

AAG J7LTL.AAT 


y 000 


GAT AT T C TTG 


LjALj 1 ALj AC LrA 


GAGTGTLGTG 


pi p\ pi 
y 060 


rp rp 7\ rp/^t rprp ^ /^i f~*\ 

1 IAILjI 1AL.Cj 


mppmpmiiriii TV 

IL-LILjIALjAA 


tv p> p-< p-» p* ~a t\ r*f~*r* 
ALL.L.LAAL.L.L 




CATTCAGTCT 


p~1 pi 7\ rnPtP'* nri TV TV 

GGATCGCGAA 


tv tv rn r~i rn /~i y^i tv tv 

AACTGTGGAA 


9180 


AALr AAALj L L. G 


GGCAATTGCT 


f-\ mp-i /™i riTi pi /-1 p*i tv 

GTGCCAGGCA 


924 0 


TT C G TAAT TA 


rnp»p > ip'ipip"ipiT\ tv 0 

TGCGGGCAAC 


GTCTGGTATC 


93 00 


CAGGCCAGCG 


myi rpp^ipirpptptmp* 

TATCGTGCTG 


CGTTTCGATG 


9360 


ATAATCAGGA 


7\ prpp*« T\ rnrtn A r< 

AGTGATGGAG 


/-1 71 rppi tv /i/^/l 

CATCAGGGCG 


9420 


CGTATGTTAT 


rPPPPPPPA TV TV 

TGC CGGGAAA 


TV pi rp/~i rp 7\ /-1 TV TV m 

AGTGTACAAT 


9480 


m/~1 /""l /*1 7V TV 7V TV tp"l 

TGGGAAAACC 


CTGGCGTTAC 


/"i/~itv Tv /~» rn m "a tv m 

CCAACTTAAT 


9540 


rp/-i /-i /~»pi rp TV 7\rp7\ 

TGGCGTAATA 


GCGAAGAGGC 


CCGCACCGAT 


9600 


GGCGAATGNN 


TiTfcTTiTTVnkT TV TV mn 1/1 

NNNNNAATTC 


tv rimn /"i tv mm tv tv 

AGTACATTAA 


9660 


TV 7V ^"tp'irpp'i TV TV rp 

AAGCGTCAAT 


TTGTTTACAC 


/1 tv /™t tv tv m tv m tv m 

CACAATATAT 


972 0 


CCGGCAGCTC 


pi /—I p"1 TV P"1 TV TV TV Tvrp 

GGCACAAAAT 


tv /~i /~i tv rimno tv 

CACCACTCGA 


9780 


IVTTVTTaTTvTTvTTVTTvTTvTTVTTvT 

N N JNI JNI N JNI JNl N JNI N 


TVTTVTTiTTVTTvTTvTTaTTvTVTTvT 

NNNNNNNNNN 


TVTTVTTaTNTTaTTVTTVTTvTTVTTVT 

NNNNNNNNNN 


Pi O A f\ 

984 0 


TvTlvTVnvTXTXTTVTTVTTvTTvT 

NXslNNNNNNNN 


TVTTVTTVTTVTKTTVTTVTKTTaTTVT 

NNNNNNNNNN 


TVTTVT>TTaTTvTT\TTVTTVTKTKT 

NNNNNNNNNN 


9900 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


9960 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


10020 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


10080 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


10140 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


10200 


NNNNNNNNNN 






10240 
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<223> 24 nucleotides which are unknown. 



<220> 

<221> unsure 

<222> (1137) . . (1160) 

<223> 24 nucleotides which are unknown. 
<220> 

<221> unsure 

<222> (9639) . . (9645) 

<223> 7 nucleotides which are unknown. 
<220> 

<221> unsure 

<222> (9798) . . (10272) 

<223> 475 nucleotides which are unknown. 



<400> 7 

AAACACTGAT AGTTTAAACT GAAGGCGGGA 
AGGGAGTCAC GTTATGACCC CCGCCGATGA 
GACAGAACCG CAACGATTGA AGGAGCCACT 
AAGCACATAC GTCAGAAACC ATTATTGCGC 
TAGCAAATAT TTCTTGTCAA AAATGCTCCA 
AATTAGNNNN NNNNMNNNNN NNNNNNNNNN 
TGCACGCAGG TTCTCCGGCC GCTTGGGTGG 
AGACAATCGG CTGCTCTGAT GCCGCCGTGT 
TTTTTGTCAA GACCGACCTG TCCGGTGCCC 
TATCGTGGCT GGCCACGACG GGCGTTCCTT 
CGGGAAGGGA CTGGCTGCTA TTGGGCGAAG 
TTGCTCCTGC CGAGAAAGTA TCCATCATGG 
ATCCGGCTAC CTGCCCATTC GACCACCAAG 
GGATGGAAGC CGGTCTTGTC GATCAGGATG 
CAGCCGAACT GTTCGCCAGG CTCAAGGCGC 
CCCATGGCGA TGCCTGCTTG CCGAATATCA 
TCGACTGTGG CCGGCTGGGT GTGGCGGACC 
ATATTGCTGA AGAGCTTGGC GGCGAATGGG 
CCGCTCCCGA TTCGCAGCGC ATCGCCTTCT 
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AACGACAATC 


TGATCATGAG 


CGGAGAATTA 


60 


CGCGGGACAA 


GCCGTTTTAC 


GTTTGGAACT 


120 


CAGCCGCGGG 


TTTCTGGAGT 


TTAATGAGCT 


180 


GTTCAAAAGT 


CGCCTAAGGT 


CACTATCAGC 


240 


CTGACGTTCC 


ATAAATTCCC 


CTCGGTATCC 


300 


GATCGTTTCG 


CATGATTGAA 


CAAGATGGAT 


360 


AGAGGCTATT 


CGGCTATGAC 


TGGGCACAAC 


420 


TCCGGCTGTC 


AGCGCAGGGG 


CGCCCGGTTC 


480 


TGAATGAACT 


GCAGGACGAG 


GCAGCGCGGC 


540 


GCGCAGCTGT 


GCTCGACGTT 


GTCACTGAAG 


600 


TGCCGGGGCA 


GGATCTCCTG 


TCATCTCACC 


660 


CTGATGCAAT 


GCGGCGGCTG 


CATACGCTTG 


720 


CGAAACATCG 


CATCGAGCGA 


GCACGTACTC 


780 


ATCTGGACGA 


AGAGCATCAG 


GGGCTCGCGC 


840 


GCATGCCCGA 


CGGCGATGAT 


CTCGTCGTGA 


900 


TGGTGGAAAA 


TGGCCGCTTT 


TCTGGATTCA 


960 


GCTATCAGGA 


CATAGCGTTG 


GCTACCCGTG 


1020 


CTGACCGCTT 


CCTCGTGCTT 


TACGGTATCG 


1080 


ATCGCCTTCT 


TGACGAGTTC 


TTCTGANNNN 


1140 
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NNNNNNNNNN 




GATCGTTCAA 


TV r* Tv rnmrrip ppT. 

ACA ill. LrbLA 


A rp A tv tv niiuivrifi 

A1AAAG1 1 TL 


mm Tv tv 0 TV mm/~v tv 

TTAAGA 1 TGA 


linn 

1200 


a rn /~i nmn m m /~i 

ATCCTGTTGC 


CGGTCTTGCG 


tv m/^i tv mm 7\ rn/*"* 7\ 

ATGATTATCA 


TATAATTTCT 


/-i mmp a tv mm 71 /-* 

GriGAAITAC 


0 mm 7v tv n/TR m/^t 

GTTAAGCATG 


1260 


m 7\ tv m 7v 7\ mm 7\ tv 

TAATAATTAA 


CATGTAATGC 


tv iti/^i tv /"irifnmTi rn 

ATGACGTTAT 


mm tv m/-i A O 7\ rpo 

TTATGAGATG 


GGTTTTTATG 


TV mrp TV O 7V OTIOO 

ATTAGAGTCC 


1320 


CGCAATTATA 


/-* tv mmm tv tv m tv f\ 

CATTTAATAC 


/-> S*\r~* TV m 7V /"I TV TV TV 

GCGATAGAAA 


TV /"\ TV TV TV TV m TV Tl TV 

ACAAAATATA 


00 00 00 tv tv tv 0 

GCGCGCAAAC 


m tv o/~i tv m tv tv tv m 

TAGGATAAAT 


13 80 


rp7\ moo oo r~*r* o 

TATCGCGCGC 


GGTGTCATCT 


ATGTTACTAG 


ATCGGGLLTC 


CTGTCAATGC 


TGGCGGCGGC 


144 0 


TCTGGTGGTG 


GTTCTGGTGG 


CGGCTCTGAG 


/-i m/~i /i mo o /tt~i 

GGTGGTGGCT 


nmn tv 000 m/"** /~i 

CTGAGGGTGG 


/"i/^/^mm/^im/^ tv 

CGGTTCTGAG 


1500 


GGTGGCGGCT 


CTGAGGGAGG 


CGGTTCCGGT 


GGTGGCTCTG 


/*imrfi/*irm/*imn tv 

GTTCCGGTGA 


TTTTGATTAT 


1560 


/""i 7\ a 7* tv o tv rr\/~*ry 

GAAAAGATGG 


/""I TV TV TV /*"f /"I /"1m TV TV 

CAAACGCTAA 


TAAGGGGGCT 


TV mO TV O TV TV TV 

ATGACCGAAA 


TV mO OOO TV rr»/~» tv 

ATGCCGATGA 


tv tv tv n/i/"t/^nmi\ 

AAACGCGCTA 


1620 


CAGTCTGACG 


CTAAAGGCAA 


ACTTGATTCT 


GTCGCTACTG 


tv mm tv /~»/-^i^im*^i /-» 

ATTACGGTGC 


m^i/irmv m/^^iTv m 

TGCTATCGAT 


1680 


GGTTTCATTG 


GTGACGTTTC 


CGGCCTTGCT 


AATGGTAATG 


GTGCTACTGG 


TGATTTTGCT 


1740 


GGCTCTAATT 


CCCAAATGGC 


TCAAGTCGGT 


GACGGTGATA 


ATTCACCTTT 


AATGAATAAT 


1800 


TTCCGTCAAT 


ATTTACCTTC 


CCTCCCTCAA 


TCGGTTGAAT 


GTCGCCCTTT 


TGTCTTTGGC 


1860 


CCAATACGCA 


AACCGCCTCT 


CCCCGCGCGT 


TGGCCGATTC 


ATTAATGCAG 


CTGGCACGAC 


1920 


AGGTTTCCCG 


ACTGGAAAGC 


GGGCAGTGAG 


CGCAACGCAA 


TTAATGTGAG 


TTAGCTCACT 


1980 


CATTAGGCAC 


CCCAGGCTTT 


ACACTTTATG 


CTTCCGGCTC 


GTATGTTGTG 


TGGAATTGTG 


2040 


AGCGGATAAC 


AATTTCACAC 


AGGAAACAGC 


TATGACCATG 


ATTACGCCAA 


GCTTGCTGCC 


2100 


TGCAGGTCAA 


CATGGTGGAG 


CACGACACTC 


TCGTCTACTC 


CAAGAATATC 


AAAGATACAG 


2160 


TCTCAGAAGA 


CCAGAGGGCT 


ATTGAGACTT 


TTCAACAAAG 


GGTAATATCG 


GGAAACCTCC 


2220 


TCGGATTCCA 


TTGCCCAGCT 


ATCTGTCACT 


TCATCGAAAG 


GACAGTAGAA 


AAGGAAGATG 


2280 


GCTTCTACAA 


ATGCCATCAT 


TGCGATAAAG 


GAAAGGCTAT 


CGTTCAAGAA 


TGCCTCTACC 


2340 


GACAGTGGTC 


CCAAAGATGG 


ACCCCCACCC 


ACGAGGAACA 


TCGTGGAAAA 


AGAAGACGTT 


2400 


CCAACCACGT 


CTTCAAAGCA 


AGTGGATTGA 


TGTGATATCT 


CCACTGACGT 


AAGGGATGAC 


2460 


GCACAATCCC 


ACTATCCTTC 


GCAAGACCCT 


TCCTCTATAT 


AAGGAAGTTC 


ATTTCATTTG 


2520 


GAGAGGACCT 


CGAGAATTCG 


AGCTCGGTAC 


CCGCAACACA 


CATCTGACCT 


TGTTGTTGTT 


2580 


GTGTGCTTGT 


TCTTTCTACT 


TV TV TV TV "7V 

ATCACCAAGA 


TGTCTTCGAA 


TV TV /""im/"* /~1 TV m 

AACCTGGGAT 


GATGATTTCG 


2640 


TTCGCCAGGT 


CCCGTCTTTC 


tv tv m^i tv m tv 

CAATGGATCA 


m tv tv m tv tv m 

TAGATCAATC 


Hill TV TV TV Z*^ TV /**•• 

CTTAGAAGAC 


GAGGTGGAGG 


2700 


CTGCTAGCCT 


TCAGGTGCAG 


GAGCCGGCAG 


tv /-I /~» /"-i tv /"trm i \t~%r\ 

ACGGAGTTGC 


/•^ tv mm/^i tv r^fxr* tv 

CATTGACGGA 


m/~im/^im/~i/^» /~i /^i t\ 

TCTCTCGCGA 


2760 


GTTTTAAATT 


TV / p N/" , imTV TV 

AGCTATAGCG 


CCCTTGGAGA 


m TV /"I TV ^1 /"r m 

TAGGAGGGGT 


ATTCGATCCC 


CCTTTTGACC 


2820 


GAGTGCGCTG 


/"i/""t /■*•/■*• mom tv mm 

GGGCTCTATT 


TGCGACACCG 


m /"i /*i 7V tv tv tv tv rri 

TCCAACAAAT 


O/^imm/^ tv tv tv /"* 

GGTTCAACAG 


mm /~i tv r^r*/** tv mn 

TTCACCGATA 


2880 


GACCGCTGAT 


TCCTCAAGCT 


/"I TV TV TV mz-tO /*"1 TV /"I 

GAAATGGCAC 


oyi tv mo mm tv m tv 

GGATGTTATA 


TCTTGACATT 


CCGGGCTCTT 


2940 


rn OO mo O rp /"i/-"! tv 

TCGTGCTCGA 


7\ O tv rpo a tv tv mm 

AGATGAAATT 


/-^ tv rp/-"i tv orpOOTi 

GATGACTGGT 


ATCCCGAGGA 


rpTv /-imTv nmri tv m 

TACTAGTGAT 


OOmrpTV OOOTiO 

GGTTACGGTG 


3 000 


TATCGTTTGC 


CGCCGATGAA 


o 7v totv mnpri a 

GATCATGCGA 


O OO tv rporp TV TV TV 

GCGATCTAAA 


ACTCGCCAGT 


O A rprpOOrpOO A 

GATTCCTCGA 


3 060 


7v nfpnrnri tv tv a nr> 

ACTGTGAAAT 


m/"i a o o a a niiiin 

TGAGGAAGTT 


CGTGTTACTG 


GAGATACCCC 


07V TV OO TV riPTH 

CAAGGAGCTG 


A OOOrprpoO A O 

ACCCTTGGAG 


312 0 


ATAGGTACAT 


GGGCATTGAT 


GAAGAGTTTC 


AGACTACTAA 


TACTGATTAC 


GACATCACTC 


3180 


TTCAAATCAT 


GAACCCTATT 


GAACATAGGG 


TTTCGCGTGT 


TATTGATACA 


CACTGCCATC 


3240 


CAGATAACCC 


TGACATCTCT 


ACTGGGCCAA 


TTTATATGGA 


GAGAGTCAGC 


CTTGCTAGAA 


3300 


CAGAAGCGAC 


CAGTCATTCC 


ATACTGCCAA 


CCCATGCTTA 


TTTCGATGAT 


TCGTACCATC 


3360 


AAGCCCTTGT 


TGAAAATGGT 


GATTATTCCA 


TGGACTTTGA 


TAGGATCAGA 


CTTAAGCAAA 


3420 


GTGATGTAGA 


CTGGTATAGG 


GACCCCGATA 


AATATTTTCA 


ACCAAAAATG 


AATATCGGGA 


3480 
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GTGCTCAGCG AAGAGTTGGT ACTCAGAAAG AAGTCTTAAC CGCACTCAAA AAGCGAAACG 3 54 0 
CGGACGTTCC AGAAATGGGA GACGCGATTA ACATGAAGGA CACTGCGAAA GCTATAGCAA 3 600 
AGCGCTTTCG TAGCACATTC CTTAATGTTG ACGGTGAAGA CTGTCTGAGA GCTTCTATGG 3 660 
ATGTCATGAC TAAATGTCTT GAGTACCATA AGAAGTGGGG TAAGCACATG GACTTGCAAG 3 72 0 
GTGTGAATGT GGCAGCAGAG ACTGATTTAT GTCGGTACCA GCATATGCTG AAGTCTGACG 3 780 
TAAAACCTGT TGTAACTGAC ACCCTTCACT TGGAACGAGC AGTAGCAGCT ACTATAACAT 384 0 
TTCATAGTAA AGGTGTGACT AGTAATTTTT CACCCTTTTT CACTGCTTGT TTCGAGAAGT 3 900 
TATCACTGGC CCTGAAATCC AGGTTCATTG TGCCTATCGG AAAGATATCC TCTCTGGAGC 3 960 
TTAAGAATGT CCGCTTGAAT AACAGATACT TTCTTGAAGC GGACCTAAGC AAATTTGATA 4 02 0 
AATCTCAGGG TGAGCTGCAC CTAGAGTTTC AGAGAGAGAT ACTCCTTGCG CTGGGCTTTC 4 080 
CAGCGCCGCT GACGAATTGG TGGTCTGATT TTCATCGCGA TTCTTATTTA TCAGACCCTC 414 0 
ATGCCAAGGT GGGAATGTCC GTTTCCTTCC AACGCAGAAC TGGTGACGCG TTTACATATT 4200 
TCGGTAATAC TCTTGTCACT ATGGCTATGA TTGCATATGC CTCTGATCTA AGTGACTGTG 42 60 
ACTGTGCAAT ATTTTCAGGA GATGATTCTT TAATCATCTC TAAAGTTAAG CCAGTCCTGG 432 0 
ATACCGATAT GTTTACGTCT CTCTTCAATA TGGAGATAAA AGTCATGGAC CCTAGTGTGC 43 80 
CCTACGTTTG TAGTAAGTTT CTCGTCGAAA CTGAAATGGG CAATTTGGTG TCTGTACCAG 444 0 
ATCCTCTGAG AGAGATCCAG CGCTTAGCTA AGCGAAAGAT TCTGCGTGAT GAACAGATGC 4500 
TCAGAGCACA TTTCGTTTCC TTCTGTGATC GAATGAAGTT TATTAATCAA CTTGATGAGA 4 560 
AGATGATTAC GACGCTCTGT CATTTTGTTT ATCTGAAATA TGGGAAAGAA AAACCTTGGA 462 0 
TTTTCGAGGA GGTTAGAGCT GCTCTTGCGG CTTTTTCTTT ATACTCCGAG AATTTCCTGA 4680 
GGTTCTCTGA TTGCTACTGT ACCGAAGGCA TCAGAGTTTA TCAGATGAGC GATCCTGTAT 4 74 0 
GTAAGTTCAA ACGCACCACG GAAGAGCGTA AAACTGATGG TGACTGGTTT CACAACTGGA 4 800 
AGAATCCAAA GTTTCCTGGT GTGTTAGACA AAGTCTACAG AACCATTGGA ATTTATTCCT 4 860 
CGGACTGTAG TACTAAGGAG CTCCCTGTCA AACGGATCGG ACGTTTACAT GAGGCCCTTG 4 92 0 
AGCGTGAGTC ACTCAAATTA GCTAATGATC GTAGGACCAC ACAACGCTTG AAAAAGAAGG 4 980 
TCGACGATTA CGCTACCGGT AGAGGAGGCC TAACGTCAGT TGATGCTTTG CTCGTGAAGT 5040 
CCCATTGTGA GACTTTTAAG CCCTCTGATC TGAGATGATC GGTTCTATGA TATATGAACC 5100 
TAAGCTGTGA ACAGCCCTTT GGTTAAGGTT AAAAACTCCT GGTCAGGCAG ACCACTTTGG 5160 
CTAAGTTTAA AAGCTGGGGA TCCTCTAGAG TCCGCAAATC ACCAGTCTCT CTCTACAAAT 5220 
CTATCTCTCT CTATTTTCTC CAGAATAATG TGTGAGTAGT TCCCAGATAA GGGAATTAGG 52 80 
GTTCTTATAG GGTTTCGCTC ATGTGTTGAG CATATAAGAA ACCCTTAGTA TGTATTTGTA 534 0 
TTTGTAAAAT ACTTCTATCA ATAAAATTTC TAATTCCTAA AACCAAAATC CAGTGACCTG 54 00 
CAGGCATGCA AGCTTGCATG CCTGCAGGTC GACTCTAGAG GATCCCCGGT CAACATGGTG 5460 
GAGCACGACA CTCTCGTCTA CTCCAAGAAT ATCAAAGATA CAGTCTCAGA AGACCAGAGG 5520 
GCTATTGAGA CTTTTCAACA AAGGGTAATA TCGGGAAACC TCCTCGGATT CCATTGCCCA 5580 
GCTATCTGTC ACTTCATCGA AAGGACAGTA GAAAAGGAAG ATGGCTTCTA CAAATGCCAT 564 0 
CATTGCGATA AAGGAAAGGC TATCGTTCAA GAATGCCTCT ACCGACAGTG GTCCCAAAGA 5700 
TGGACCCCCA CCCACGAGGA ACATCGTGGA AAAAGAAGAC GTTCCAACCA CGTCTTCAAA 5760 
GCAAGTGGAT TGATGTGATA TCTCCACTGA CGTAAGGGAT GACGCACAAT CCCACTATCC 582 0 
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TTCGCAAGAC CCTTCCTCTA TATAAGGAAG TTCATTTCAT TTGGAGAGGA CCTCGACCAC 5880 
GGTTCTGCTA CTTGTTCTTT GTTTTTCACC AACAAAATGT CAAGTTCTAT CGATTTGCTG 5940 
AAGTTGATTG CTGAGAAGGG TGCTGACAGC CAGAGTGCCC AAGACATCGT AGACAATCAG 6000 
GTTGCGCAAC AGTTATCTGC GCAGATTGAA TACGCGAAAA GGTCTAAGAA AATCAACGTT 6060 
CGCAATAAGC TCTCTATTGA GGAGGCTGAC GCCTTCCGTG ACCGTTATGG TGGTGCCTTT 612 0 
GACTTAAATT TGACTCAGCA GTATCATGCG CCCCATAGCC TGGCTGGTGC TCTGCGTGTA 6180 
GCGGAGCATT ATGACTGTCT CGACAGTTTT CCCCCTGAAG ACCCCGTTAT AGATTTCGGA 624 0 
GGGTCTTGGT GGCATCACTT TTCAAGAAGG GATAAAAGGG TGCACAGTTG TTGTCCTGTG 63 00 
TTGGGTGTTA GAGACGCTGC CCGACATGAG GAGAGGATGT GCCGCATGCG AAAAATTTTG 63 60 
CAAGAAAGCG ATGATTTCGA TGAAGTCCCG AACTTTTGTC TTAACCGAGC TCAAGATTGT 642 0 
GATGTCCAAG CTGATTGGGC TATCTGTATC CACGGCGGTT ATGATATGGG CTTCCAAGGT 64 80 
CTGTGTGACG CCATGCATTC GCATGGAGTA CGCGTACTAC GTGGTACCGT TATGTTCGAC 654 0 
GGCGCCATGT TGTTTGACCG CGAGGGTTTT CTTCCCTTGC TTAAATGTCA CTGGCAACGT 6600 
GACGGGTCAG GCGCGGATGA GGTGATCAAA TTCGATTTTG AAAATGAAAG CACATTATCT 6660 
TACATCCACG GATGGCAAGA TTTGGGCTCA TTTTTCACCG AGTCGGTGCA TTGCATCGAT 672 0 
GGAACCACCT ATCTGTTGGA GCGCGAAATG CTGAAATGTA ACATCATGAC CTATAAGATC 67 80 
ATCGCTACAA ATTTACGCTG CCCCCGGGAG ACACTACGTC ACTGTGTATG GTTTGAAGAC 684 0 
ATATCTAAGT ACGTAGGGGT CTCAATACCT GAAGACTGGA GTCTCAATCG CTGGAAATGT 6900 
GTGCGCGTCG CCAAAACCAC AGTGAGAGAG GTAGAGGAGA TAGCTTTCAG ATGTTTCAAG 6960 
GAAAGTAAAG AATGGACTGA GAACATGAAA GCTGTCGCAT CTATCTTATC CGCCAAGTCG 702 0 
TCGACTGTTA TTATTAACGG TCAGGCTATC ATGGCTGGTG AGCGCTTAGA CATTGAAGAT 7 0 80 
TATCATCTAG TGGCCTTTGC TTTGACTTTG AATCTGTATC AAAAGTACGA AAAGCTTACG 714 0 
GCCCTCCGCG ATGGGATGGA ATGGAAAGGT TGGTGCCATC ACTTCAAAAC TAGGTTTTGG 7200 
TGGGGTGGAG ATTCATCCAG GGCGAAAGTA GGATGGCTGA GAACATTGGC TAGCAGATTT 72 60 
CCCCTACTAC GTCTGGATTC TTATGCGGAC AGTTTTAAGT TTCTGACTCG TCTCTCAAAC 732 0 
GTTGAAGAAT TTGAGCAAGA TTCTGTACCG ATATCACGTT TGAGAACGTT TTGGACTGAA 73 80 
GAGGACTTAT TCGACCGGCT GGAGCATGAA GTGCAGACAG CCAAGACCAA GCGCTCGAAG 744 0 
AAGAAGGCGA AAGTCCCGCC AGCTGCTGAG ATACCTCAGG AGGAGTTTCA TGATGCCCCT 7500 
GAGAGTTCGA GCCCTGAGTC CGTCAGTGAT GACGTTAAAC CGGTGACTGA TGTGGTCCCG 7560 
GATGCCGAGG TGTCTGTTGA GGTACCAACG GACCCTCGTG GCATATCTAG ACACGGAGCC 762 0 
ATGAAGGAAT TTGTGCGTTA TTGTAAGAGA TTACATAACA ACTCCGAGTC TAATCTTCGT 7680 
CACCTATGGG ACATTTCCGG CGGTCGCGGA AGTGAGATCG CAAATAAGAG CATCTTTGAG 774 0 
ACCTACCATC GCATAGACGA TATGGTGAAT GTCCATTTGG CCAACGGTAA CTGGTTGTAT 7800 
CCTAAAAAAT ACGATTACAC TGTTGGATAT AATGAGCATG GTTTAGGTCC GAAGCACGCA 7860 
GATGAAACGT ACATTGTTGA TAAAACATGT GCATGCTCTA ACTTGAGGGA CATTGCAGAA 792 0 
GCTAGCGCCA AAGTTTCTGT CCCTACATGC GATATTTCCA TGGTTGATGG AGTTGCGGGA 7980 
TGCGGTAAAA CCACTGCCAT AAAAGATGCA TTCCGTATGG GAGAGGACCT AATTGTGACG 804 0 
GCGAATCGTA AATCGGCCGA GGACGTCAGG ATGGCTTTAT TCCCTGACAC TTATAATTCC 8100 
AAGGTAGCTT TGGACGTTGT GCGCACCGCG GATTCTGCGA TCATGCACGG TGTACCGTCC 8160 
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TGTCATAGGC 


TGCTTGTTGA 


TGAGGCTGGT 


TTACTACATT 


tv mnnmn^ tv ^itt^ 

ATGGTCAACT 


CCTGGTGGTG 


8220 


GCTGCTCTGT 


CTAAATGTTC 


t\ /"i t\ tv ^imm^i^nfn 

ACAAGTTCTT 


GCCTTTGGGG 


TV /"I 7V /*1 TV /"D TV /"I /"I TV 

ACACAGAGCA 


GATTTCGTTC 


8280 


AAGTCTCGTG 


ACGCGGGTTT 


m T\ Tv tv r f im /"i m /^i 

TAAATTGCTC 


CACGGTAATC 


rrlri /^t TV TV m TV m^t TV 

TGCAATATGA 


TCGCCGTGAC 


8340 


GTTGTTCACA 


tv tv /^i m m tv /i/i/t 

AGACTTACCG 


GTGTCCGCAA 


GATGTTATCG 


CTGCTGTTAA 


TCTGCTGAAG 


8400 


CGTAAATGCG 


y^irmv tv rrr tv TV 

GTAATAGGGA 


y*i tv ^i/~t tv tv /^i m -iv m 

CACGAAGTAT 


CAATCCTGGA 


CATCTGAGTC 


CAAAGTTTCT 


8460 


AGAAGTCTCA 


CGAAGCGTCG 


TATTACTTCT 


GGTTTGCAGG 


m^i Tv /^i m tv 1 1 if i tv 

TCACTATTGA 


m f\ TV TV V""1 TV /"V TV 

TCCGAACAGA 


8520 


ACGTATCTTA 


CGATGACTCA 


ti /^im tv rrr tv tv tv 

AGCTGATAAA 


GCGGCCCTTC 


TV TV TV TV /N y*-* 

AAACGAGGGC 


TAAGGATTTT 


8580 


CCCGTGAGCA 


tv /"i /**t tv ✓t nr /"i tv m 

AGGACTGGAT 


mr"i tv mr^i /"i tv /*t tv /^i 

TGATGGACAC 


TV m TV TV TV TV TV S^i TV /""T 

ATAAAAACAG 


m TV /"I TV /*T^# TV TV /"I 

TACACGAAGC 


GCAAGGGATC 


8640 


TCTGTTGACA 


ACGTCACTTT 


GGTTCGGCTT 


AAGTCGACCA 


AATGTGATTT 


GTTTAAACAT 


8700 


GAGGAGTACT 


GTTTGGTTGC 


CTTAACACGA 


CACAAGAAGT 


CCTTTGAGTA 


TTGCTTTAAC 


8760 


GGCGAGCTCG 


CTGGTGATTT 


GATCTTTAAT 


TGTGTTAAGT 


GATGCGCTTG 


TCTCTGTGTG 


8820 


AGACCTCTGC 


TCGAGAATTC 


GAGCTCGGTA 


CCCGGGGATC 


CTCTAGAGTC 


CGCAAATCAC 


8880 


CAGTCTCTCT 


CTACAAATCT 


ATCTCTCTCT 


ATTTTCTCCA 


GAATAATGTG 


TGAGTAGTTC 


8940 


CCAGATAAGG 


GAATTAGGGT 


TCTTATAGGG 


TTTCGCTCAT 


GTGTTGAGCA 


TATAAGAAAC 


9000 


CCTTAGTATG 


TATTTGTATT 


TGTAAAATAC 


TTCTATCAAT 


AAAATTTCTA 


ATTCCTAAAA 


9060 


CCAAAATCCA 


GTGACCGGGT 


GGTCAGTCCC 


TTATGTTACG 


TCCTGTAGAA 


ACCCCAACCC 


9120 


GTGAAATCAA 


AAAACTCGAC 


GGCCTGTGGG 


CATTCAGTCT 


GGATCGCGAA 


AACTGTGGAA 


9180 


TTGATCAGCG 


TTGGTGGGAA 


AGCGCGTTAC 


AAGAAAGCCG 


GGCAATTGCT 


GTGCCAGGCA 


9240 


GTTTTAACGA 


TCAGTTCGCC 


GATGCAGATA 


TTCGTAATTA 


TGCGGGCAAC 


GTCTGGTATC 


9300 


AGCGCGAAGT 


CTTTATACCG 


AAAGGTTGGG 


CAGGCCAGCG 


TATCGTGCTG 


CGTTTCGATG 


9360 


CGGTCACTCA 


TTACGGCAAA 


GTGTGGGTCA 


ATAATCAGGA 


AGTGATGGAG 


CATCAGGGCG 


9420 


GCTATACGCC 


ATTTGAAGCC 


GATGTCACGC 


CGTATGTTAT 


TGCCGGGAAA 


AGTGTACAAT 


9480 


TCACTGGCCG 


TCGTTTTACA 


ACGTCGTGAC 


TGGGAAAACC 


CTGGCGTTAC 


CCAACTTAAT 


9540 


CGCCTTGCAG 


CACATCCCCC 


TTTCGCCAGC 


TGGCGTAATA 


GCGAAGAGGC 


CCGCACCGAT 


9600 


CGCCCTTCCC 


AACAGTTGCG 


CAGCCTGAAT 


GGCGAATGNN 


NNNNNAATTC 


AGTACATTAA 


9660 


AAACGTCCGC 


AATGTGTTAT 


TAAGTTGTCT 


AAGCGTCAAT 


TTGTTTACAC 


CACAATATAT 


9720 


CCTGCCACCA 


GCCAGCCAAC 


AGCTCCCCGA 


CCGGCAGCTC 


GGCACAAAAT 


CACCACTCGA 


9780 


TACAGGCAGC 


CCATCAGNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


9840 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


9900 




NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


9960 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


10020 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


10080 


nnnnnnnnnn 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


10140 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


10200 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


10260 


NNNNNNNNNN 


NN 










10272 



<210> 8 
<211> 10166 
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<212> DNA 

<213> Brome mosaic virus 
<220> 

<221> unsure 
<222> (307) . . (330) 

<223> 24 nucleotides which are unknown. 
<220> 

<221> unsure 

<222> (1137) . . (1160) 

<22 3> 24 nucleotides which are unknown. 
<220> 

<221> unsure 

<222> (9639) . . (9645) 

<223> 7 nucleotides which are unknown. 
<220> 

<221> unsure 

<222> (9798) . . (10166) 

<223> 369 nucleotides which are unknown. 



<400> 8 



AAACACTGAT 


AGTTTAAACT 


GAAGGCGGGA 


AACGACAATC 


TGATCATGAG 


CGGAGAATTA 


60 


AGGGAGTCAC 


GTTATGACCC 


CCGCCGATGA 


CGCGGGACAA 


GCCGTTTTAC 


GTTTGGAACT 


120 


GACAGAACCG 


CAACGATTGA 


AGGAGCCACT 


CAGCCGCGGG 


TTTCTGGAGT 


TTAATGAGCT 


180 


AAGCACATAC 


GTCAGAAACC 


ATTATTGCGC 


GTTCAAAAGT 


CGCCTAAGGT 


CACTATCAGC 


240 


TAGCAAATAT 


TTCTTGTCAA 


AAATGCTCCA 


CTGACGTTCC 


ATAAATTCCC 


CTCGGTATCC 


300 


AATTAGNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


GATCGTTTCG 


CATGATTGAA 


CAAGATGGAT 


360 


TGCACGCAGG 


TTCTCCGGCC 


GCTTGGGTGG 


AGAGGCTATT 


CGGCTATGAC 


TGGGCACAAC 


420 


AGACAATCGG 


CTGCTCTGAT 


GCCGCCGTGT 


TCCGGCTGTC 


AGCGCAGGGG 


CGCCCGGTTC 


480 


TTTTTGTCAA 


GACCGACCTG 


TCCGGTGCCC 


TGAATGAACT 


GCAGGACGAG 


GCAGCGCGGC 


540 


TATCGTGGCT 


GGCCACGACG 


GGCGTTCCTT 


GCGCAGCTGT 


GCTCGACGTT 


GTCACTGAAG 


600 


CGGGAAGGGA 


CTGGCTGCTA 


TTGGGCGAAG 


TGCCGGGGCA 


GGATCTCCTG 


TCATCTCACC 


660 


TTGCTCCTGC 


CGAGAAAGTA 


TCCATCATGG 


CTGATGCAAT 


GCGGCGGCTG 


CATACGCTTG 


720 


ATCCGGCTAC 


CTGCCCATTC 


GACCACCAAG 


CGAAACATCG 


CATCGAGCGA 


GCACGTACTC 


780 


GGATGGAAGC 


CGGTCTTGTC 


GATCAGGATG 


ATCTGGACGA AGAGCATCAG 


GGGCTCGCGC 


840 


CAGCCGAACT 


GTTCGCCAGG 


CTCAAGGCGC 


GCATGCCCGA 


CGGCGATGAT 


CTCGTCGTGA 


900 
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CCCATGGCGA 


TGCCTGCTTG 


CCGAATATCA 


TGGTGGAAAA 


TGGCCGCTTT 


TCTGGATTCA 


960 


TCGACTGTGG 


CCGGCTGGGT 


GTGGCGGACC 


GCTATCAGGA 


CATAGCGTTG 


GCTACCCGTG 


1020 


ATATTGCTGA 


AGAGCTTGGC 


GGCGAATGGG 


CTGACCGCTT 


CCTCGTGCTT 


TACGGTATCG 


1080 


CCGCTCCCGA 


TTCGCAGCGC 


ATCGCCTTCT 


ATCGCCTTCT 


TGACGAGTTC 


TTCTGANNNN 


1140 


NNNNNNNNNN 


Nisn^nsnsrNNNN 


GATCGTTCAA 


ACATTTGGCA 


ATAAAGTTTC 


TTAAGATTGA 


1200 


ATCCTGTTGC 


CGGTCTTGCG 


ATGATTATCA 


TATAATTTCT 


GTTGAATTAC 


GTTAAGCATG 


1260 


TAATAATTAA 


CATGTAATGC 


ATGACGTTAT 


TTATGAGATG 


GGTTTTTATG 


ATTAGAGTCC 


1320 


CGCAATTATA 


CATTTAATAC 


GCGATAGAAA 


ACAAAATATA 


GCGCGCAAAC 


TAGGATAAAT 


1380 


TATCGCGCGC 


GGTGTCATCT 


ATGTTACTAG 


ATCGGGCCTC 


CTGTCAATGC 


TGGCGGCGGC 


1440 


TCTGGTGGTG 


GTTCTGGTGG 


CGGCTCTGAG 


GGTGGTGGCT 


CTGAGGGTGG 


CGGTTCTGAG 


1500 


GGTGGCGGCT 


CTGAGGGAGG 


CGGTTCCGGT 


GGTGGCTCTG 


GTTCCGGTGA 


TTTTGATTAT 


1560 


GAAAAGATGG 


CAAACGCTAA 


TAAGGGGGCT 


ATGACCGAAA 


ATGCCGATGA 


AAACGCGCTA 


1620 


CAGTCTGACG 


CTAAAGGCAA 


ACTTGATTCT 


GTCGCTACTG 


ATTACGGTGC 


TGCTATCGAT 


1680 


GGTTTCATTG 


GTGACGTTTC 


CGGCCTTGCT 


AATGGTAATG 


GTGCTACTGG 


TGATTTTGCT 


1740 


GGCTCTAATT 


CCCAAATGGC 


TCAAGTCGGT 


GACGGTGATA 


ATTCACCTTT 


AATGAATAAT 


1800 


TTCCGTCAAT 


ATTTACCTTC 


CCTCCCTCAA 


TCGGTTGAAT 


GTCGCCCTTT 


TGTCTTTGGC 


1860 


CCAATACGCA 


AACCGCCTCT 


CCCCGCGCGT 


TGGCCGATTC 


ATTAATGCAG 


CTGGCACGAC 


1920 


AGGTTTCCCG 


ACTGGAAAGC 


GGGCAGTGAG 


CGCAACGCAA 


TTAATGTGAG 


TTAGCTCACT 


1980 


CATTAGGCAC 


CCCAGGCTTT 


ACACTTTATG 


CTTCCGGCTC 


GTATGTTGTG 


TGGAATTGTG 


2040 


AGCGGATAAC 


AATTTCACAC 


AGGAAACAGC 


TATGACCATG 


ATTACGCCAA 


GCTTGCTGCC 


2100 


TGCAGGTCAA 


CATGGTGGAG 


CACGACACTC 


TCGTCTACTC 


CAAGAATATC 


AAAGATACAG 


2160 


TCTCAGAAGA 


CCAGAGGGCT 


ATTGAGACTT 


TTCAACAAAG 


GGTAATATCG 


GGAAACCTCC 


2220 


TCGGATTCCA 


TTGCCCAGCT 


ATCTGTCACT 


TCATCGAAAG 


GACAGTAGAA 


AAGGAAGATG 


2280 


GCTTCTACAA 


ATGCCATCAT 


TGCGATAAAG 


GAAAGGCTAT 


CGTTCAAGAA 


TGCCTCTACC 


2340 


GACAGTGGTC 


CCAAAGATGG 


ACCCCCACCC 


ACGAGGAACA 


TCGTGGAAAA 


AGAAGACGTT 


2400 


CCAACCACGT 


CTTCAAAGCA 


AGTGGATTGA 


TGTGATATCT 


CCACTGACGT 


AAGGGATGAC 


2460 


GCACAATCCC 


ACTATCCTTC 


GCAAGACCCT 


TCCTCTATAT 


AAGGAAGTTC 


ATTTCATTTG 


2520 


GAGAGGACCT 


CGAGAATTCG 


AGCTCGGTAC 


CCGCAACACA 


CATCTGACCT 


TGTTGTTGTT 


2580 


GTGTGCTTGT 


TCTTTCTACT 


ATCACCAAGA 


TGTCTTCGAA 


AACCTGGGAT 


GATGATTTCG 


2640 


TTCGCCAGGT 


CCCGTCTTTC 


CAATGGATCA 


TAGATCAATC 


CTTAGAAGAC 


GAGGTGGAGG 


2700 


CTGCTAGCCT 


TCAGGTGCAG 


GAGCCGGCAG 


ACGGAGTTGC 


CATTGACGGA 


TCTCTCGCGA 


2760 


GTTTTAAATT 


AGCTATAGCG 


CCCTTGGAGA 


m TV /— i TV /*T V^T /"I i^l m 

TAGGAGGGGT 


ATTCGATCCC 


CCTTTTGACC 


2820 


GAGTGCGCTG 


GGGCTCTATT 


TGCGACACCG 


TCCAACAAAT 


GGTTCAACAG 


TTCACCGATA 


2880 


GACCGCTGAT 


TCCTCAAGCT 


GAAATGGCAC 


GGATGTTATA 


TCTTGACATT 


CCGGGCTCTT 


2940 


TCGTGCTCGA 


AGATGAAATT 


GATGACTGGT 


ATCCCGAGGA 


TACTAGTGAT 


GGTTACGGTG 


3000 


TATCGTTTGC 


CGCCGATGAA 


GATCATGCGA 


GCGATCTAAA 


ACTCGCCAGT 


GATTCCTCGA 


3060 


ACTGTGAAAT 


TGAGGAAGTT 


CGTGTTACTG 


GAGATACCCC 


CAAGGAGCTG 


ACCCTTGGAG 


3120 


ATAGGTACAT 


GGGCATTGAT 


GAAGAGTTTC 


AGACTACTAA 


TACTGATTAC 


GACATCACTC 


3180 


TTCAAATCAT 


GAACCCTATT 


GAACATAGGG 


TTTCGCGTGT 


TATTGATACA 


CACTGCCATC 


3240 
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CAGATAACCC TGACATCTCT ACTGGGCCAA 
CAGAAGCGAC CAGTCATTCC ATACTGCCAA 
AAGCCCTTGT TGAAAATGGT GATTATTCCA 
GTGATGTAGA CTGGTATAGG GACCCCGATA 
GTGCTCAGCG AAGAGTTGGT ACTCAGAAAG 
CGGACGTTCC AGAAATGGGA GACGCGATTA 
AGCGCTTTCG TAGCACATTC CTTAATGTTG 
ATGTCATGAC TAAATGTCTT GAGTACCATA 
GTGTGAATGT GGCAGCAGAG ACTGATTTAT 
TAAAACCTGT TGTAACTGAC ACCCTTCACT 
TTCATAGTAA AGGTGTGACT AGTAATTTTT 
TATCACTGGC CCTGAAATCC AGGTTCATTG 
TTAAGAATGT CCGCTTGAAT AACAGATACT 
AATCTCAGGG TGAGCTGCAC CTAGAGTTTC 
CAGCGCCGCT GACGAATTGG TGGTCTGATT 
ATGCCAAGGT GGGAATGTCC GTTTCCTTCC 
TCGGTAATAC TCTTGTCACT ATGGCTATGA 
ACTGTGCAAT ATTTTCAGGA GATGATTCTT 
ATACCGATAT GTTTACGTCT CTCTTCAATA 
CCTACGTTTG TAGTAAGTTT CTCGTCGAAA 
ATCCTCTGAG AGAGATCCAG CGCTTAGCTA 
TCAGAGCACA TTTCGTTTCC TTCTGTGATC 
AGATGATTAC GACGCTCTGT CATTTTGTTT 
TTTTCGAGGA GGTTAGAGCT GCTCTTGCGG 
GGTTCTCTGA TTGCTACTGT ACCGAAGGCA 
GTAAGTTCAA ACGCACCACG GAAGAGCGTA 
AGAATCCAAA GTTTCCTGGT GTGTTAGACA 
CGGACTGTAG TACTAAGGAG CTCCCTGTCA 
AGCGTGAGTC ACTCAAATTA GCTAATGATC 
TCGACGATTA CGCTACCGGT AGAGGAGGCC 
CCCATTGTGA GACTTTTAAG CCCTCTGATC 
TAAGCTGTGA ACAGCCCTTT GGTTAAGGTT 
CTAAGTTTAA AAGCTGGGGA TCCTCTAGAG 
CTATCTCTCT CTATTTTCTC CAGAATAATG 
GTTCTTATAG GGTTTCGCTC ATGTGTTGAG 
TTTGTAAAAT ACTTCTATCA ATAAAATTTC 
CAGGCATGCA AGCTTGCATG CCTGCAGGTC 
TGGTTTTAGG AATTAGAAAT TTTATTGATA 
AGGGTTTCTT ATATGCTCAA CACATGAGCG 
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TTTATATGGA 


GAGAGTCAGC 


CTTGCTAGAA 


3300 


CCCATGCTTA 


TTTCGATGAT 


TCGTACCATC 


3360 


TGGACTTTGA 


TAGGATCAGA 


CTTAAGCAAA 


3420 


AATATTTTCA 


ACCAAAAATG 


AATATCGGGA 


3480 


AAGTCTTAAC 


r"<i *n /""i m x*i tv tv t\ 

CGCACTCAAA 


AAGCGAAACG 


3540 


ACATGAAGGA 


CACTGCGAAA 


GCTATAGCAA 


3600 


ACGGTGAAGA 


CTGTCTGAGA 


GCTTCTATGG 


3660 


AGAAGTGGGG 


TAAGCACATG 


GACTTGCAAG 


3720 


GTCGGTACCA 


GCATATGCTG 


AAGTCTGACG 


3780 


TGGAACGAGC 


AGTAGCAGCT 


ACTATAACAT 


3840 


CACCCTTTTT 


CACTGCTTGT 


TTCGAGAAGT 


3900 


TGCCTATCGG 


AAAGATATCC 


TCTCTGGAGC 


3960 


TTCTTGAAGC 


GGACCTAAGC 


AAATTTGATA 


4020 


AGAGAGAGAT 


ACTCCTTGCG 


CTGGGCTTTC 


4080 


TTCATCGCGA 


TTCTTATTTA 


TCAGACCCTC 


4140 


AACGCAGAAC 


TGGTGACGCG 


TTTACATATT 


4200 


TTGCATATGC 


CTCTGATCTA 


AGTGACTGTG 


4260 


TAATCATCTC 


TAAAGTTAAG 


CCAGTCCTGG 


4320 


TGGAGATAAA 


AGTCATGGAC 


CCTAGTGTGC 


4380 


CTGAAATGGG 


CAATTTGGTG 


TCTGTACCAG 


4440 


AGCGAAAGAT 


TCTGCGTGAT 


GAACAGATGC 


4500 


GAATGAAGTT 


TATTAATCAA 


CTTGATGAGA 


4560 


ATCTGAAATA 


TGGGAAAGAA 


AAACCTTGGA 


4620 


CTTTTTCTTT 


ATACTCCGAG 


AATTTCCTGA 


4680 


TCAGAGTTTA 


TCAGATGAGC 


GATCCTGTAT 


4740 


AAACTGATGG 


TGACTGGTTT 


CACAACTGGA 


4800 


AAGTCTACAG 


AACCATTGGA 


ATTTATTCCT 


4860 


AACGGATCGG 


ACGTTTACAT 


GAGGCCCTTG 


4920 


GTAGGACCAC 


ACAACGCTTG 


AAAAAGAAGG 


4980 


TAACGTCAGT 


TGATGCTTTG 


CTCGTGAAGT 


5040 


TGAGATGATC 


GGTTCTATGA 


TATATGAACC 


5100 


AAAAACTCCT 


GGTCAGGCAG 


ACCACTTTGG 


5160 


TCCGCAAATC 


ACCAGTCTCT 


CTCTACAAAT 


5220 


TGTGAGTAGT 


TCCCAGATAA 


GGGAATTAGG 


5280 


CATATAAGAA 


ACCCTTAGTA 


TGTATTTGTA 


5340 


TAATTCCTAA 


AACCAAAATC 


CAGTGACCTG 


5400 


GACTCTAGAG 


GATCCCCGGT 


CACTGGATTT 


5460 


GAAGTATTTT 


ACAAATACAA 


ATACATACTA 


5520 


AAACCCTATA 


AGAACCCTAA 


TTCCCTTATC 


5580 
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TGGGAACTAC TCACACATTA TTCTGGAGAA AATAGAGAGA GATAGATTTG TAGAGAGAGA 564 0 
CTGGTGATTT GCGGACTCTA GAGGATCCCC GGGTACCGAG CTCGAATTCT CGAGCAGAGG 5700 
TCTCACACAG AGACAAGCGC ATCACTTAAC ACAATTAAAG ATCAAATCAC CAGCGAGCTC 5760 
GCCGTTAAAG CAATACTCAA AGGACTTCTT GTGTCGTGTT AAGGCAACCA AACAGTACTC 5820 
CTCATGTTTA AACAAATCAC ATTTGGTCGA CTTAAGCCGA ACCAAAGTGA CGTTGTCAAC 5880 
AGAGATCCCT TGCGCTTCGT GTACTGTTTT TATGTGTCCA TCAATCCAGT CCTTGCTCAC 594 0 
GGGAAAATCC TTAGCCCTCG TTTGAAGGGC CGCTTTATCA GCTTGAGTCA TCGTAAGATA 6000 
CGTTCTGTTC GGATCAATAG TGACCTGCAA ACCAGAAGTA ATACGACGCT TCGTGAGACT 6060 
TCTAGAAACT TTGGACTCAG ATGTCCAGGA TTGATACTTC GTGTCCCTAT TACCGCATTT 6120 
ACGCTTCAGC AGATTAACAG CAGCGATAAC ATCTTGCGGA CACCGGTAAG TCTTGTGAAC 6180 
AACGTCACGG CGATCATATT GCAGATTACC GTGGAGCAAT TTAAAACCCG CGTCACGAGA 624 0 
CTTGAACGAA ATCTGCTCTG TGTCCCCAAA GGCAAGAACT TGTGAACATT T AG AC AG AG C 63 00 
AGCCACCACC AGGAGTTGAC CATAATGTAG TAAACCAGCC TCATCAACAA GCAGCCTATG 6360 
ACAGGACGGT ACACCGTGCA TGATCGCAGA ATCCGCGGTG CGCACAACGT CCAAAGCTAC 64 2 0 
CTTGGAATTA TAAGTGTCAG GGAATAAAGC CATCCTGACG TCCTCGGCCG ATTTACGATT 64 80 
CGCCGTCACA ATTAGGTCCT CTCCCATACG GAATGCATCT TTTATGGCAG TGGTTTTACC 654 0 
GCATCCCGCA ACTCCATCAA CCATGGAAAT ATCGCATGTA GGGACAGAAA CTTTGGCGCT 6600 
AGCTTCTGCA ATGTCCCTCA AGTTAGAGCA TGCACATGTT TTATCAACAA TGTACGTTTC 6660 
ATCTGCGTGC TTCGGACCTA AACCATGCTC ATTATATCCA ACAGTGTAAT CGTATTTTTT 672 0 
AGGATACAAC CAGTTACCGT TGGCCAAATG GACATTCACC ATATCGTCTA TGCGATGGTA 67 80 
GGTCTCAAAG ATGCTCTTAT TTGCGATCTC ACTTCCGCGA CCGCCGGAAA TGTCCCATAG 684 0 
GTGACGAAGA TTAGACTCGG AGTTGTTATG TAATCTCTTA CAATAACGCA CAAATTCCTT 6900 
CATGGCTCCG TGTCTAGATA TGCCACGAGG GTCCGTTGGT ACCTCAACAG ACACCTCGGC 6960 
ATCCGGGACC ACATCAGTCA CCGGTTTAAC GTCATCACTG ACGGACTCAG GGCTCGAACT 7 02 0 
CTCAGGGGCA TCATGAAACT CCTCCTGAGG TATCTCAGCA GCTGGCGGGA CTTTCGCCTT 70 80 
CTTCTTCGAG CGCTTGGTCT TGGCTGTCTG CACTTCATGC TCCAGCCGGT CGAATAAGTC 7140 
CTCTTCAGTC CAAAACGTTC TCAAACGTGA TATCGGTACA GAATCTTGCT CAAATTCTTC 72 0 0 
AACGTTTGAG AGACGAGTCA GAAACTTAAA ACTGTCCGCA TAAGAATCCA GACGTAGTAG 7260 
GGGAAATCTG CTAGCCAATG TTCTCAGCCA TCCTACTTTC GCCCTGGATG AATCTCCACC 7320 
CCACCAAAAC CTAGTTTTGA AGTGATGGCA CCAACCTTTC CATTCCATCC CATCGCGGAG 73 80 
GGCCGTAAGC TTTTCGTACT TTTGATACAG ATTCAAAGTC AAAGCAAAGG CCACTAGATG 744 0 
ATAATCTTCA ATGTCTAAGC GCTCACCAGC CATGATAGCC TGACCGTTAA TAATAACAGT 7500 
CGACGACTTG GCGGATAAGA TAGATGCGAC AGCTTTCATG TTCTCAGTCC ATTCTTTACT 7560 
TTCCTTGAAA CATCTGAAAG CTATCTCCTC TACCTCTCTC ACTGTGGTTT TGGCGACGCG 762 0 
CACACATTTC CAGCGATTGA GACTCCAGTC TTCAGGTATT GAGACCCCTA CGTACTTAGA 7680 
TATGTCTTCA AACCATACAC AGTGACGTAG TGTCTCCCGG GGGCAGCGTA AATTTGTAGC 774 0 
GATGATCTTA TAGGTCATGA TGTTACATTT CAGCATTTCG CGCTCCAACA GATAGGTGGT 7800 
TCCATCGATG CAATGCACCG ACTCGGTGAA AAATGAGCCC AAATCTTGCC ATCCGTGGAT 7860 
GTAAGATAAT GTGCTTTCAT TTTCAAAATC GAATTTGATC ACCTCATCCG CGCCTGACCC 7920 
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GTCACGTTGC 


CAGTGACATT 


TAAGCAAGGG 


AAGAAAACCC 


TCGCGGTCAA 


ACAACATGGC 


7980 


GCCGTCGAAC 


ATAACGGTAC 


CACGTAGTAC 


GCGTACTCCA 


TGCGAATGCA 


TGGCGTCACA 


8040 


CAGACCTTGG 


AAGCCCATAT 


CATAACCGCC 


GTGGATACAG 


ATAGCCCAAT 


CAGCTTGGAC 


8100 


ATCACAATCT 


TGAGCTCGGT 


TAAGACAAAA 


GTTCGGGACT 


TCATCGAAAT 


CATCGCTTTC 


8160 


TTGCAAAATT 


TTTCGCATGC 


GGCACATCCT 


CTCCTCATGT 


CGGGCAGCGT 


CTCTAACACC 


8220 


CAACACAGGA 


CAACAACTGT 


GCACCCTTTT 


ATCCCTTCTT 


GAAAAGTGAT 


GCCACCAAGA 


8280 


CCCTCCGAAA 


TCTATAACGG 


GGTCTTCAGG 


GGGAAAACTG 


TCGAGACAGT 


CATAATGCTC 


8340 


CGCTACACGC 


AGAGCACCAG 


CCAGGCTATG 


GGGCGCATGA 


TACTGCTGAG 


TCAAATTTAA 


8400 


GTCAAAGGCA 


CCACCATAAC 


GGTCACGGAA 


GGCGTCAGCC 


TCCTCAATAG 


AGAGCTTATT 


8460 


GCGAACGTTG 


ATTTTCTTAG 


ACCTTTTCGC 


GTATTCAATC 


TGCGCAGATA 


ACTGTTGCGC 


8520 


AACCTGATTG 


TCTACGATGT 


CTTGGGCACT 


CTGGCTGTCA 


GCACCCTTCT 


CAGCAATCAA 


8580 


CTTCAGCAAA 


TCGATAGAAC 


TTGACATTTT 


GTTGGTGAAA 


AACAAAGAAC 


AAGTAGCAGA 


8640 


ACCGTGGTCG 


AGGTCCTCTC 


CAAATGAAAT 


GAACTTCCTT 


ATATAGAGGA 


AGGGTCTTGC 


8700 


GAAGGATAGT 


GGGATTGTGC 


GTCATCCCTT 


ACGTCAGTGG 


AGATATCACA 


TCAATCCACT 


8760 


TGCTTTGAAG 


ACGTGGTTGG 


AACGTCTTCT 


TTTTCCACGA 


TGTTCCTCGT 


GGGTGGGGGT 


8820 


CCATCTTTGG 


GACCACTGTC 


GGTAGAGGCA 


TTCTTGAACG 


ATAGCCTTTC 


CTTTATCGCA 


8880 


ATGATGGCAT 


TTGTAGAAGC 


CATCTTCCTT 


TTCTACTGTC 


CTTTCGATGA 


AGTGACAGAT 


8940 


AGCTGGGCAA 


TGGAATCCGA 


GGAGGTTTCC 


CGATATTACC 


CTTTGTTGAA 


AAGTCTCAAT 


9000 


AGCCCTCTGG 


TCTTCTGAGA 


CTGTATCTTT 


GATATTCTTG 


GAGTAGACGA 


GAGTGTCGTG 


9060 


CTCCACCATG 


TTGACCGGGT 


GGTCAGTCCC 


TTATGTTACG 


TCCTGTAGAA 


ACCCCAACCC 


9120 


GTGAAATCAA 


AAAACTCGAC 


GGCCTGTGGG 


CATTCAGTCT 


GGATCGCGAA 


AACTGTGGAA 


9180 


TTGATCAGCG 


TTGGTGGGAA 


AGCGCGTTAC 


AAGAAAGCCG 


GGCAATTGCT 


GTGCCAGGCA 


9240 


GTTTTAACGA 


TCAGTTCGCC 


GATGCAGATA 


TTCGTAATTA 


TGCGGGCAAC 


GTCTGGTATC 


9300 


AGCGCGAAGT 


CTTTATACCG 


AAAGGTTGGG 


CAGGCCAGCG 


TATCGTGCTG 


CGTTTCGATG 


9360 


CGGTCACTCA 


TTACGGCAAA 


GTGTGGGTCA 


ATAATCAGGA 


AGTGATGGAG 


CATCAGGGCG 


9420 


GCTATACGCC 


ATTTGAAGCC 


GATGTCACGC 


CGTATGTTAT 


TGCCGGGAAA 


AGTGTACAAT 


9480 


TCACTGGCCG 


TCGTTTTACA 


ACGTCGTGAC 


TGGGAAAACC 


CTGGCGTTAC 


CCAACTTAAT 


9540 


CGCCTTGCAG 


CACATCCCCC 


TTTCGCCAGC 


TGGCGTAATA 


GCGAAGAGGC 


CCGCACCGAT 


9600 


CGCCCTTCCC 


AACAGTTGCG 


CAGCCTGAAT 


GGCGAATGNN 


NNNNNAATTC 


AGTACATTAA 


9660 


AAACGTCCGC 


AATGTGTTAT 


TAAGTTGTCT 


AAGCGTCAAT 


TTGTTTACAC 


CACAATATAT 


9720 


CCTGCCACCA 


GCCAGCCAAC 


AGCTCCCCGA 


CCGGCAGCTC 


GGCACAAAAT 


CACCACTCGA 


9780 


TACAGGCAGC 


CCATCAGNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


9840 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


9900 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


9960 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


10020 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


10080 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNNNNNN 


10140 


NNNNNNNNNN 


NNNNNNNNNN 


NNNNNN 








10166 



S:\SH-APPS\WARF-100XCD1. DOC/DNB/srp 



36 WARF-100XCD1 



S:\SH-APPS\WARF-100XCD1. DOC/DNB/srp 



